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<110> Acton, Susan L. et al. 

<120> ANGIOTENSIN CONVERTING ENZYME HOMOLOG AND THERAPEUTIC 
DIAGNOSTIC USES THEREFOR 

<130> MNI-132CP3 

<140> 
<141> 

<150> 09/407,427 

<151> 1999-09-29 

<150> 09/163,648 
<151> 1998-09-30 

<150> 08/989,299 
<151> 1997-12-11 

<160> 107 

<170> PatentIn Ver. 2.0 

<210> 1 

<211> 3396 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (82) . . (2496) 

<400> 1 

gaattcggct tccatcctaa tacgactcac tatagggctc gagcggccgc ccggggcagg 60 

tatcttggct cacaggggac g atg tea age tct tec tgg etc ctt etc age 111 

Met Ser Ser Ser Ser Trp Leu Leu Leu Ser 
15 10 

ctt gtt get gta act get get eag tee acc att gag gaa cag gee aag 159 
Leu Val Ala Val Thr Ala Ala Gin Ser Thr lie Glu Glu Gin Ala Lys 

15 20 25 

aea ttt ttg gae aag ttt aac cac gaa gee gaa gae etg ttc tat caa 207 
Thr Phe Leu Asp Lys Phe Asn His Glu Ala Glu Asp Leu Phe Tyr Gin 
30 35 40 

agt tea ctt get tct tgg aat tat aac ace aat att act gaa gag aat 255 
Ser Ser Leu Ala Ser Trp Asn Tyr Asn Thr Asn lie Thr Glu Glu Asn 
45 50 55 

gte caa aac atg aat aat get ggg gae aaa tgg tct gee ttt tta aag 303 
Val Gin Asn Met Asn Asn Ala Gly Asp Lys Trp Ser Ala Phe Leu Lys 
60 65 70 

gaa cag tec aca ctt gee caa atg tat eca eta caa gaa att eag aat 351 
Glu Gin Ser Thr Leu Ala Gin Met Tyr Pro Leu Gin Glu lie Gin Asn 
75 80 85 90 
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etc aca gtc aag ctt cag ctg cag get ctt cag caa aat ggg tct tea 399 

Leu Thr Val Lys Leu Gin Leu Gin Ala Leu Gin Gin Asn Gly Ser Ser 

95 100 105 

gtg ctg tea gaa gac aag age aaa egg ttg aae aea att eta aat aea 447 

Val Leu Ser Glu Asp Lys Ser Lys Arg Leu Asn Thr lie Leu Asn Thr 

110 115 120 

atg age aee ate tae agt aet gga aaa gtt tgt aae eea gat aat cca 495 

Met Ser Thr lie Tyr Ser Thr Gly Lys Val Cys Asn Pro Asp Asn Pro 

125 130 135 

eaa gaa tge tta tta ctt gaa cca ggt ttg aat gaa ata atg gca aac 543 

Gin Glu Cys Leu Leu Leu Glu Pro Gly Leu Asn Glu lie Met Ala Asn 
140 145 150 

agt tta gac tac aat gag agg etc tgg get tgg gaa age tgg aga tct 591 

Ser Leu Asp Tyr Asn Glu Arg Leu Trp Ala Trp Glu Ser Trp Arg Ser 

155 160 165 170 

gag gtc ggc aag cag ctg agg cca tta tat gaa gag tat gtg gtc ttg 639 

Glu Val Gly Lys Gin Leu Arg Pro Leu Tyr Glu Glu Tyr Val Val Leu 

175 180 185 

aaa aat gag atg gca aga gea aat eat tat gag gac tat ggg gat tat 687 

Lys Asn Glu Met Ala Arg Ala Asn His Tyr Glu Asp Tyr Gly Asp Tyr 

190 195 200 

tgg aga gga gac tat gaa gta aat ggg gta gat ggc tat gac tac age 735 

Trp Arg Gly Asp Tyr Glu Val Asn Gly Val Asp Gly Tyr Asp Tyr Ser 

205 210 215 

cgc ggc cag ttg att gaa gat gtg gaa eat ace ttt gaa gag att aaa 783 

Arg Gly Gin Leu lie Glu Asp Val Glu His Thr Phe Glu Glu lie Lys 
220 225 230 

cca tta tat gaa cat ctt cat gee tat gtg agg gca aag ttg atg aat 831 

Pro Leu Tyr Glu His Leu His Ala Tyr Val Arg Ala Lys Leu Met Asn 

235 240 245 250 

gcc tat cct tec tat ate agt cca att gga tgc etc cct get cat ttg 879 

Ala Tyr Pro Ser Tyr lie Ser Pro lie Gly Cys Leu Pro Ala His Leu 

255 260 265 

ctt ggt gat atg tgg ggt aga ttt tgg aca aat ctg tac tct ttg aca 927 

Leu Gly Asp Met Trp Gly Arg Phe Trp Thr Asn Leu Tyr Ser Leu Thr 

270 275 280 

gtt ccc ttt gga cag aaa eea aae ata gat gtt act gat gca atg gtg 975 

Val Pro Phe Gly Gin Lys Pro Asn lie Asp Val Thr Asp Ala Met Val 

285 290 295 

gac cag gee tgg gat gca cag aga ata ttc aag gag gee gag aag ttc 1023 

Asp Gin Ala Trp Asp Ala Gin Arg lie Phe Lys Glu Ala Glu Lys Phe 
300 305 310 



ttt gta tct gtt ggt ctt cct aat atg aet caa gga ttc tgg gaa aat 
Phe Val Ser Val Gly Leu Pro Asn Met Thr Gin Gly Phe Trp Glu Asn 
315 320 325 330 



1071 
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tec atg eta aeg gac cca gga aat gtt cag aaa gca gtc tgc cat ccc 1119 
Ser Met Leu Thr Asp Pro Gly Asn Val Gin Lys Ala Val Cys His Pro 

335 340 345 

aea get tgg gac etg ggg aag ggc gac ttc agg ate ett atg tgc aca 1167 
Thr Ala Trp Asp Leu Gly Lys Gly Asp Phe Arg lie Leu Met Cys Thr 
350 355 360 

aag gtg aca atg gac gac ttc etg aea get cat cat gag atg ggg cat 1215 
Lys Val Thr Met Asp Asp Phe Leu Thr Ala His His Glu Met Gly His 
365 370 375 

ate cag tat gat atg gca tat get gca caa cct ttt etg eta aga aat 1263 
lie Gin Tyr Asp Met Ala Tyr Ala Ala Gin Pro Phe Leu Leu Arg Asn 
380 385 390 

gga get aat gaa gga ttc cat gaa get gtt ggg gaa ate atg tea ett 1311 
Gly Ala Asn Glu Gly Phe His Glu Ala Val Gly Glu lie Met Ser Leu 
395 400 405 410 

tct gca gcc aca cct aag cat tta aaa tee att ggt ett etg tea ccc 1359 
Ser Ala Ala Thr Pro Lys His Leu Lys Ser lie Gly Leu Leu Ser Pro 

415 420 425 

gat ttt caa gaa gac aat gaa aca gaa ata aac ttc etg etc aaa caa 1407 
Asp Phe Gin Glu Asp Asn Glu Thr Glu lie Asn Phe Leu Leu Lys Gin 
430 435 440 

gca etc aeg att gtt ggg act etg cca ttt act tac atg tta gag aag 1455 
Ala Leu Thr lie Val Gly Thr Leu Pro Phe Thr Tyr Met Leu Glu Lys 
445 450 455 

tgg agg tgg atg gtc ttt aaa ggg gaa att ccc aaa gac cag tgg atg 1503 
Trp Arg Trp Met Val Phe Lys Gly Glu lie Pro Lys Asp Gin Trp Met 
460 465 470 

aaa aag tgg tgg gag atg aag ega gag ata gtt ggg gtg gtg gaa cct 1551 
Lys Lys Trp Trp Glu Met Lys Arg Glu lie Val Gly Val Val Glu Pro 
475 480 485 490 

gtg ccc eat gat gaa aea tac tgt gac ccc gca tct etg ttc cat gtt 1599 
Val Pro His Asp Glu Thr Tyr Cys Asp Pro Ala Ser Leu Phe His Val 

495 500 505 

tct aat gat tac tea ttc att ega tat tac aea agg ace ett tac caa 1647 
Ser Asn Asp Tyr Ser Phe lie Arg Tyr Tyr Thr Arg Thr Leu Tyr Gin 
510 515 520 

ttc cag ttt caa gaa gca ett tgt caa gca get aaa eat gaa ggc cct 1695 
Phe Gin Phe Gin Glu Ala Leu Cys Gin Ala Ala Lys His Glu Gly Pro 
525 530 535 

etg cac aaa tgt gac ate tea aac tct aea gaa get gga cag aaa etg 1743 
Leu His Lys Cys Asp lie Ser Asn Ser Thr Glu Ala Gly Gin Lys Leu 
540 545 550 



ttc aat atg etg agg ett gga aaa tea gaa ccc tgg ace eta gca ttg 
Phe Asn Met Leu Arg Leu Gly Lys Ser Glu Pro Trp Thr Leu Ala Leu 
555 560 565 570 
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gaa aat gtt gta gga gca aag aac atg aat gta agg cca ctg etc aac 1839 
Glu Asn Val Val Gly Ala Lys Asn Met Asn Val Arg Pro Leu Leu Asn 

575 580 585 

tac ttt gag ccc tta ttt acc tgg ctg aaa gac cag aac aag aat tct 1887 
Tyr Phe Glu Pro Leu Phe Thr Trp Leu Lys Asp Gin Asn Lys Asn Ser 
590 595 600 

ttt gtg gga tgg agt acc gac tgg agt cca tat gca gac caa age ate 1935 
Phe Val Gly Trp Ser Thr Asp Trp Ser Pro Tyr Ala Asp Gin Ser lie 
605 610 615 

aaa gtg agg ata age eta aaa tea get ctt gga gat aaa gca tat gaa 1983 
Lys Val Arg lie Ser Leu Lys Ser Ala Leu Gly Asp Lys Ala Tyr Glu 
620 625 630 

tgg aac gac aat gaa atg tac ctg ttc cga tea tet gtt gca tat get 2031 
Trp Asn Asp Asn Glu Met Tyr Leu Phe Arg Ser Ser Val Ala Tyr Ala 
635 640 645 650 

atg agg cag tac ttt tta aaa gta aaa aat cag atg att ctt ttt ggg 2079 
Met Arg Gin Tyr Phe Leu Lys Val Lys Asn Gin Met lie Leu Phe Gly 

655 660 665 

gag gag gat gtg cga gtg get aat ttg aaa cca aga ate tec ttt aat 2127 
Glu Glu Asp Val Arg Val Ala Asn Leu Lys Pro Arg lie Ser Phe Asn 
670 675 680 

ttc ttt gte act gca cet aaa aat gtg tct gat ate att ect aga act 2175 
Phe Phe Val Thr Ala Pro Lys Asn Val Ser Asp lie He Pro Arg Thr 
685 690 695 

gaa gtt gaa aag gee ate agg atg tec egg age egt ate aat gat get 2223 
Glu Val Glu Lys Ala He Arg Met Ser Arg Ser Arg He Asn Asp Ala 
700 705 710 

ttc cgt ctg aat gac aac age eta gag ttt ctg ggg ata cag cca aca 2271 
Phe Arg Leu Asn Asp Asn Ser Leu Glu Phe Leu Gly He Gin Pro Thr 
715 720 725 730 

ctt gga ect cet aac cag ccc cct gtt tec ata tgg ctg att gtt ttt 2319 
Leu Gly Pro Pro Asn Gin Pro Pro Val Ser He Trp Leu He Val Phe 

735 740 745 

gga gtt gtg atg gga gtg ata gtg gtt ggc att gtc ate ctg ate ttc 2367 
Gly Val Val Met Gly Val He Val Val Gly He Val He Leu He Phe 
750 755 760 

act ggg ate aga gat egg aag aag aaa aat aaa gca aga agt gga gaa 2415 
Thr Gly He Arg Asp Arg Lys Lys Lys Asn Lys Ala Arg Ser Gly Glu 
765 770 775 

aat cct tat gee tec ate gat att age aaa gga gaa aat aat cca gga 2463 
Asn Pro Tyr Ala Ser He Asp He Ser Lys Gly Glu Asn Asn Pro Gly 
780 785 790 

ttc caa aac act gat gat gtt cag acc tec ttt tagaaaaatc tatgtttttc 2516 
Phe Gin Asn Thr Asp Asp Val Gin Thr Ser Phe 
795 800 805 
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ctcttgaggt 


gattttgttg 


tatgtaaatg 


ttaatttcat 


ggtatagaaa 


atataagatg 


2576 


ataaagatat 


cattaaatgt 


caaaactatg 


actctgttca 


gaaaaaaaat 


tgtccaaaga 


2636 


caacatggcc 


aaggagagag 


catcttcatt 


gacattgctt 


tcagtattta 


tttctgtctc 


2696 


tggatttgac 


ttctgttctg 


tttcttaata 


aggattttgt 


attagagtat 


attagggaaa 


2756 


gtgtgtattt 


ggtct cacag 


gctgttcagg 


gataatctaa 


atgtaaatgt 


ctgttgaatt 


2816 


tctgaagttg 


aaaacaagga 


tatatcattg 


gagcaagtgt 


tggatcttgt 


atggaatatg 


2876 


gatggatcac 


ttgtaaggac 


agtgcctggg 


aactggtgta 


gctgcaagga 


ttgagaatgg 


2936 


catgcattag 


ctcactttca 


tttaatccat 


tgtcaaggat 


gacatgcttt 


cttcacagta 


2996 


actcagttca 


agtactatgg 


tgatttgcct 


acagtgatgt 


ttggaatcga 


tcatgctttc 


3056 


ttcaaggtga 


caggtctaaa 


gagagaagaa 


tccagggaac 


aggtagagga 


cattgctttt 


3116 


tcactt ccaa 


ggtgcttgat 


caacatctcc 


ctgacaacac 


aaaactagag 


ccaggggcct 


3176 


ccgtgaact c 


ccagagcatg 


cctgatagaa 


actcatttct 


actgttctct 


aactgtggag 


3236 


tgaatggaaa 


ttccaactgt 


atgttcaccc 


tctgaagtgg 


gtacccagtc 


tcttaaatct 


3296 


tttgtatttg 


ctcacagtgt 


ttgagcagtg 


ctgagcacaa 


agcagacact 


caataaatgc 


3356 


tagatttaca 


cactcaaaaa 


aaaaaaaaaa 


gggcggccgc 






3396 



<210> 2 
<211> 805 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ser Ser Ser Ser Trp Leu Leu Leu Ser Leu Val Ala Val Thr Ala 
15 10 15 

Ala Gin Ser Thr lie Glu Glu Gin Ala Lys Thr Phe Leu Asp Lys Phe 
20 25 30 

Asn His Glu Ala Glu Asp Leu Phe Tyr Gin Ser Ser Leu Ala Ser Trp 
35 40 45 

Asn Tyr Asn Thr Asn He Thr Glu Glu Asn Val Gin Asn Met Asn Asn 
50 55 60 

Ala Gly Asp Lys Trp Ser Ala Phe Leu Lys Glu Gin Ser Thr Leu Ala 
65 70 75 80 

Gin Met Tyr Pro Leu Gin Glu lie Gin Asn Leu Thr Val Lys Leu Gin 

85 90 95 

Leu Gin Ala Leu Gin Gin Asn Gly Ser Ser Val Leu Ser Glu Asp Lys 
100 105 110 

Ser Lys Arg Leu Asn Thr He Leu Asn Thr Met Ser Thr He Tyr Ser 
115 120 125 
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Thr Gly Lys Val 
130 

Glu Pro Gly Leu 
145 

Arg Leu Trp Ala 



Arg Pro Leu Tyr 
180 

Ala Asn His Tyr 
195 

Val Asn Gly Val 
210 

Asp Val Glu His 
225 

His Ala Tyr Val 



Ser Pro He Gly 
260 

Arg Phe Trp Thr 
275 

Pro Asn He Asp 
290 

Gin Arg He Phe 
305 

Pro Asn Met Thr 



Gly Asn Val Gin 
340 

Lys Gly Asp Phe 
355 

Phe Leu Thr Ala 
370 

Tyr Ala Ala Gin 
385 

His Glu Ala Val 



His Leu Lys Ser 
420 

Glu Thr Glu He 
435 



Cys Asn Pro Asp 
135 

Asn Glu He Met 
150 

Trp Glu Ser Trp 
165 

Glu Glu Tyr Val 



Glu Asp Tyr Gly 
200 

Asp Gly Tyr Asp 
215 

Thr Phe Glu Glu 
230 

Arg Ala Lys Leu 
245 

Cys Leu Pro Ala 



Asn Leu Tyr Ser 
280 

Val Thr Asp Ala 
295 

Lys Glu Ala Glu 
310 

Gin Gly Phe Trp 
325 

Lys Ala Val Cys 



Arg He Leu Met 
360 

His His Glu Met 
375 

Pro Phe Leu Leu 
390 

Gly Glu He Met 
405 

He Gly Leu Leu 



Asn Phe Leu Leu 
440 



Asn Pro Gin Glu 
140 

Ala Asn Ser Leu 
155 

Arg Ser Glu Val 
170 

Val Leu Lys Asn 
185 

Asp Tyr Trp Arg 



Tyr Ser Arg Gly 
220 

He Lys Pro Leu 
235 

Met Asn Ala Tyr 
250 

His Leu Leu Gly 
265 

Leu Thr Val Pro 



Met Val Asp Gin 
300 

Lys Phe Phe Val 
315 

Glu Asn Ser Met 
330 

His Pro Thr Ala 
345 

Cys Thr Lys Val 



Gly His He Gin 
380 

Arg Asn Gly Ala 
395 

Ser Leu Ser Ala 
410 

Ser Pro Asp Phe 
425 

Lys Gin Ala Leu 



Cys Leu Leu Leu 



Asp Tyr Asn Glu 
160 

Gly Lys Gin Leu 
175 

Glu Met Ala Arg 
190 

Gly Asp Tyr Glu 
205 

Gin Leu He Glu 



Tyr Glu His Leu 
240 

Pro Ser Tyr He 
255 

Asp Met Trp Gly 
270 

Phe Gly Gin Lys 
285 

Ala Trp Asp Ala 



Ser Val Gly Leu 
320 

Leu Thr Asp Pro 
335 

Trp Asp Leu Gly 
350 

Thr Met Asp Asp 
365 

Tyr Asp Met Ala 



Asn Glu Gly Phe 
400 

Ala Thr Pro Lys 
415 

Gin Glu Asp Asn 
430 

Thr He Val Gly 
445 
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Thr Leu Pro Phe Thr Tyr Met Leu Glu Lys Trp Arg Trp Met Val Phe 
450 455 460 

Lys Gly Glu lie Pro Lys Asp Gin Trp Met Lys Lys Trp Trp Glu Met 
465 470 475 480 

Lys Arg Glu lie Val Gly Val Val Glu Pro Val Pro His Asp Glu Thr 

485 490 495 

Tyr Cys Asp Pro Ala Ser Leu Phe His Val Ser Asn Asp Tyr Ser Phe 
500 505 510 

lie Arg Tyr Tyr Thr Arg Thr Leu Tyr Gin Phe Gin Phe Gin Glu Ala 
515 520 525 

Leu Cys Gin Ala Ala Lys His Glu Gly Pro Leu His Lys Cys Asp lie 
530 535 540 

Ser Asn Ser Thr Glu Ala Gly Gin Lys Leu Phe Asn Met Leu Arg Leu 
545 550 555 560 

Gly Lys Ser Glu Pro Trp Thr Leu Ala Leu Glu Asn Val Val Gly Ala 

565 570 575 

Lys Asn Met Asn Val Arg Pro Leu Leu Asn Tyr Phe Glu Pro Leu Phe 
580 585 590 

Thr Trp Leu Lys Asp Gin Asn Lys Asn Ser Phe Val Gly Trp Ser Thr 
595 600 605 

Asp Trp Ser Pro Tyr Ala Asp Gin Ser lie Lys Val Arg lie Ser Leu 
610 615 620 

Lys Ser Ala Leu Gly Asp Lys Ala Tyr Glu Trp Asn Asp Asn Glu Met 
625 630 635 640 

Tyr Leu Phe Arg Ser Ser Val Ala Tyr Ala Met Arg Gin Tyr Phe Leu 

645 650 655 

Lys Val Lys Asn Gin Met lie Leu Phe Gly Glu Glu Asp Val Arg Val 
660 665 670 

Ala Asn Leu Lys Pro Arg lie Ser Phe Asn Phe Phe Val Thr Ala Pro 
675 680 685 

Lys Asn Val Ser Asp lie lie Pro Arg Thr Glu Val Glu Lys Ala lie 
690 695 700 

Arg Met Ser Arg Ser Arg lie Asn Asp Ala Phe Arg Leu Asn Asp Asn 
705 710 715 720 

Ser Leu Glu Phe Leu Gly lie Gin Pro Thr Leu Gly Pro Pro Asn Gin 

725 730 735 

Pro Pro Val Ser lie Trp Leu lie Val Phe Gly Val Val Met Gly Val 
740 745 750 



lie Val Val Gly lie Val lie Leu lie Phe Thr Gly lie Arg Asp Arg 
755 760 765 
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Lys Lys Lys Asn Lys Ala Arg Ser Gly Glu Asn Pro Tyr Ala Ser He 
770 775 780 

Asp He Ser Lys Gly Glu Asn Asn Pro Gly Phe Gin Asn Thr Asp Asp 

785 790 7'95 800 

Val Gin Thr Ser Phe 

805 



<210> 3 

<211> 2415 

<212> DNA 

<213> Homo sapiens 

<400> 3 

atgtcaagct cttcctggct ccttctcagc cttgttgctg taactgctgc tcagtccacc 60 

attgaggaac aggccaagac atttttggac aagtttaacc acgaagccga agacctgttc 120 

tatcaaagtt cacttgcttc ttggaattat aacaccaata ttactgaaga gaatgtccaa 180 

aacatgaata atgctgggga caaatggtct gcctttttaa aggaacagtc cacacttgcc 240 

caaatgtatc cactacaaga aattcagaat ctcacagtca agcttcagct gcaggctctt 300 

cagcaaaatg ggtcttcagt gctgtcagaa gacaagagca aacggttgaa cacaattcta 360 

aatacaatga gcaccatcta cagtactgga aaagtttgta acccagataa tccacaagaa 420 

tgcttattac ttgaaccagg tttgaatgaa ataatggcaa acagtttaga ctacaatgag 480 

aggctctggg cttgggaaag ctggagatct gaggtcggca agcagctgag gccattatat 540 

gaagagtatg tggtcttgaa aaatgagatg gcaagagcaa atcattatga ggactatggg 600 

gattattgga gaggagacta tgaagtaaat ggggtagatg gctatgacta cagccgcggc 660 

cagttgattg aagatgtgga acataccttt gaagagatta aaccattata tgaacatctt 720 

catgcctatg tgagggcaaa gttgatgaat gcctatcctt cctatatcag tccaattgga 780 

tgcctccctg ctcatttgct tggtgatatg tggggtagat tttggacaaa tctgtactct 840 

ttgacagttc cctttggaca gaaaccaaac atagatgtta ctgatgcaat ggtggaccag 900 

gcctgggatg cacagagaat attcaaggag gccgagaagt tctttgtatc tgttggtctt 960 

cctaatatga ctcaaggatt ctgggaaaat tccatgctaa cggacccagg aaatgttcag 1020 

aaagcagtct gccatcccac agcttgggac ctggggaagg gcgacttcag gatccttatg 1080 

tgcacaaagg tgacaatgga cgacttcctg acagctcatc atgagatggg gcatatccag 1140 

tatgatatgg catatgctgc acaacctttt ctgctaagaa atggagctaa tgaaggattc 1200 

catgaagctg ttggggaaat catgtcactt tctgcagcca cacctaagca tttaaaatcc 1260 

attggtcttc tgtcacccga ttttcaagaa gacaatgaaa cagaaataaa cttcctgctc 1320 

aaacaagcac tcacgattgt tgggactctg ccatttactt acatgttaga gaagtggagg 1380 
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tggatggtct ttaaagggga aattcccaaa gaccagtgga tgaaaaagtg gtgggagatg 1440 
aagcgagaga tagttggggt ggtggaacct gtgccccatg atgaaacata ctgtgacccc 1500 
gcatctctgt tccatgtttc taatgattac tcattcattc gatattacac aaggaccctt 1560 
taccaattcc agtttcaaga agcactttgt caagcagcta aacatgaagg ccctctgcac 1620 
aaatgtgaca tctcaaactc tacagaagct ggacagaaac tgttcaatat gctgaggctt 1680 
ggaaaatcag aaccctggac cctagcattg gaaaatgttg taggagcaaa gaacatgaat 1740 
gtaaggccac tgctcaacta ctttgagccc ttatttacct ggctgaaaga ccagaacaag 1800 
aattcttttg tgggatggag taccgactgg agtccatatg cagaccaaag catcaaagtg 1860 
aggataagcc taaaatcagc tcttggagat aaagcatatg aatggaacga caatgaaatg 1920 
tacctgttcc gatcatctgt tgcatatgct atgaggcagt actttttaaa agtaaaaaat 1980 
cagatgattc tttttgggga ggaggatgtg cgagtggcta atttgaaacc aagaatctcc 2040 
tttaatttct ttgtcactgc acctaaaaat gtgtctgata tcattcctag aactgaagtt 2100 
gaaaaggcca tcaggatgtc ccggagccgt atcaatgatg ctttccgtct gaatgacaac 2160 
agcctagagt ttctggggat acagccaaca cttggacctc ctaaccagcc ccctgtttcc 2220 
atatggctga ttgtttttgg agttgtgatg ggagtgatag tggttggcat tgtcatcctg 2280 
atcttcactg ggatcagaga tcggaagaag aaaaataaag caagaagtgg agaaaatcct 2340 
tatgcctcca tcgatattag caaaggagaa aataatccag gattccaaaa cactgatgat 2400 
gttcagacct ccttt 2415 

<210> 4 
<211> 732 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Gly Gin Gly Trp Ala Thr Ala Gly Leu Pro Ser Leu Leu Phe Leu 
15 10 15 

Leu Leu Cys Tyr Gly His Pro Leu Leu Val Pro Ser Gin Glu Ala Ser 
20 25 30 

Gin Gin Val Thr Val Thr His Gly Thr Ser Ser Gin Ala Thr Thr Ser 
35 40 45 

Ser Gin Thr Thr Thr His Gin Ala Thr Ala His Gin Thr Ser Ala Gin 
50 55 60 

Ser Pro Asn Leu Val Thr Asp Glu Ala Glu Ala Ser Lys Phe Val Glu 
65 70 75 80 

Glu Tyr Asp Arg Thr Ser Gin Val Val Trp Asn Glu Tyr Ala Glu Ala 

85 90 95 
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Asn Trp Asn Tyr Asn Thr Asn lie Thr Thr Glu Thr Ser Lys lie Leu 
100 105 110 

Leu Gin Lys Asn Met Gin lie Ala Asn His Thr Leu Lys Tyr Gly Thr 
115 120 125 

Gin Ala Arg Lys Phe Asp Val Asn Gin Leu Gin Asn Thr Thr lie Lys 
130 135 140 

Arg lie lie Lys Lys Val Gin Asp Leu Glu Arg Ala Ala Leu Pro Ala 
145 150 155 160 

Gin Glu Leu Glu Glu Tyr Asn Lys lie Leu Leu Asp Met Glu Thr Thr 

165 170 175 

Tyr Ser Val Ala Thr Val Cys His Pro Asn Gly Ser Cys Leu Gin Leu 
180 185 190 

Glu Pro Asp Leu Thr Asn Val Met Ala Thr Ser Arg Lys Tyr Glu Asp 
195 200 205 

Leu Leu Trp Ala Trp Glu Gly Trp Arg Asp Lys Ala Gly Arg Ala lie 
210 215 220 

Leu Gin Phe Tyr Pro Lys Tyr Val Glu Leu lie Asn Gin Ala Ala Arg 
225 230 235 240 

Leu Asn Gly Tyr Val Asp Ala Gly Asp Ser Trp Arg Ser Met Tyr Glu 

245 250 255 

Thr Pro Ser Leu Glu Gin Asp Leu Glu Arg Leu Phe Gin Glu Leu Gin 
260 265 270 

Pro Leu Tyr Leu Asn Leu His Ala Tyr Val Arg Arg Ala Leu His Arg 
275 280 285 

His Tyr Gly Ala Gin His lie Asn Leu Glu Gly Pro lie Pro Ala His 
290 295 300 

Leu Leu Gly Asn Met Trp Ala Gin Thr Trp Ser Asn lie Tyr Asp Leu 
305 310 315 320 

Val Val Pro Phe Pro Ser Ala Pro Ser Met Asp Thr Thr Glu Ala Met 

325 330 335 

Leu Lys Gin Gly Trp Thr Pro Arg Arg Met Phe Lys Glu Ala Asp Asp 
340 345 350 

Phe Phe Thr Ser Leu Gly Leu Leu Pro Val Pro Pro Glu Phe Trp Asn 
355 360 365 

Lys Ser Met Leu Glu Lys Pro Thr Asp Gly Arg Glu Val Val Cys His 
370 375 380 

Ala Ser Ala Trp Asp Phe Tyr Asn Gly Lys Asp Phe Arg lie Lys Gin 
385 390 395 400 



Cys Thr Thr Val Asn Leu Glu Asp Leu Val Val Ala His His Glu Met 

405 410 415 
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Gly His lie Gin Tyr Phe Met Gin Tyr Lys Asp Leu Pro Val Ala Leu 
420 425 430 

Arg Glu Gly Ala Asn Pro Gly Phe His Glu Ala lie Gly Asp Val Leu 
435 440 445 

Ala Leu Ser Val Ser Thr Pro Lys His Leu His Ser Leu Asn Leu Leu 
450 455 460 

Ser Ser Glu Gly Gly Ser Asp Glu His Asp lie Asn Phe Leu Met Lys 
465 470 475 480 

Met Ala Leu Asp Lys lie Ala Phe lie Pro Phe Ser Tyr Leu Val Asp 

485 490 495 

Gin Trp Arg Trp Arg Val Phe Asp Gly Ser lie Thr Lys Glu Asn Tyr 
500 505 510 

Asn Gin Glu Trp Trp Ser Leu Arg Leu Lys Tyr Gin Gly Leu Cys Pro 
515 520 525 

Pro Val Pro Arg Thr Gin Gly Asp Phe Asp Pro Gly Ala Lys Phe His 
530 535 540 

lie Pro Ser Ser Val Pro Tyr lie Arg Tyr Phe Val Ser Phe lie lie 
545 550 555 560 

Gin Phe Gin Phe His Glu Ala Leu Cys Gin Ala Ala Gly His Thr Gly 

565 570 575 

Pro Leu His Lys Cys Asp lie Tyr Gin Ser Lys Glu Ala Gly Gin Arg 
580 585 590 

Leu Ala Thr Ala Met Lys Leu Gly Phe Ser Arg Pro Trp Pro Glu Ala 
595 600 605 

Met Gin Leu lie Thr Gly Gin Pro Asn Met Ser Ala Ser Ala Met Leu 
610 615 620 

Ser Tyr Phe Lys Pro Leu Leu Asp Trp Leu Arg Thr Glu Asn Glu Leu 
625 630 635 640 

His Gly Glu Lys Leu Gly Trp Pro Gin Tyr Asn Trp Thr Pro Asn Ser 

645 650 655 

Ala Arg Ser Glu Gly Pro Leu Pro Asp Ser Gly Arg Val Ser Phe Leu 
660 665 670 

Gly Leu Asp Leu Asp Ala Gin Gin Ala Arg Val Gly Gin Trp Leu Leu 
675 680 685 

Leu Phe Leu Gly lie Ala Leu Leu Val Ala Thr Leu Gly Leu Ser Gin 
690 695 700 

Arg Leu Phe Ser lie Arg His Arg Ser Leu His Arg His Ser His Gly 
705 710 715 720 



Pro Gin Phe Gly Ser Glu Val Glu Leu Arg His Ser 

725 730 
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<210> 5 
<211> 732 
<212> PRT 
<213> Murine sp . 

<220> 

<223> Description of Artificial Sequence :inotifs 
<400> 5 

Met Gly Gin Gly Trp Ala Thr Pro Gly Leu Pro Ser Phe Leu Phe Leu 
15 10 15 

Leu Leu Cys Cys Gly His His Leu Leu Val Leu Ser Gin Val Ala Thr 
20 25 30 

Asp His Val Thr Ala Asn Gin Gly lie Thr Asn Gin Ala Thr Thr Arg 
35 40 45 

Ser Gin Thr Thr Thr His Gin Ala Thr lie Asp Gin Thr Thr Gin lie 
50 55 60 

Pro Asn Leu Glu Thr Asp Glu Ala Lys Ala Asp Arg Phe Val Glu Glu 
65 70 75 80 

Tyr Asp Arg Thr Ala Gin Val Leu Leu Asn Glu Tyr Ala Glu Ala Asn 

85 90 95 

Trp Gin Tyr Asn Thr Asn lie Thr lie Glu Gly Ser Lys lie Leu Leu 
100 105 110 

Glu Lys Ser Thr Glu Val Ser Asn His Thr Leu Lys Tyr Gly Thr Arg 
115 120 125 

Ala Lys Thr Phe Asp Val Ser Asn Phe Gin Asn Ser Ser lie Lys Arg 
130 135 140 

lie lie Lys Lys Leu Gin Asn Leu Asp Arg Ala Val Leu Pro Pro Lys 
145 150 155 160 

Glu Leu Glu Glu Tyr Asn Gin lie Leu Leu Asp Met Glu Thr Thr Tyr 

165 170 175 

Ser Leu Ser Asn lie Cys Tyr Thr Asn Gly Thr Cys Met Pro Leu Glu 
180 185 190 

Pro Asp Leu Thr Asn Met Met Ala Thr Ser Arg Lys Tyr Glu Glu Leu 
195 200 205 

Leu Trp Ala Trp Lys Ser Trp Arg Asp Lys Val Gly Arg Ala lie Leu 
210 215 220 

Pro Phe Phe Pro Lys Tyr Val Glu Phe Ser Asn Lys lie Ala Lys Leu 
225 230 235 240 

Asn Gly Tyr Thr Asp Ala Gly Asp Ser Trp Arg Ser Leu Tyr Glu Ser 

245 250 255 



Asp Asn Leu Glu Gin Asp Leu Glu Lys Leu Tyr Gin Glu Leu Gin Pro 
260 265 270 
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Leu Tyr Leu Asn Leu His Ala Tyr Val Arg Arg Ser Leu His Arg His 
275 280 285 

Tyr Gly Ser Glu Tyr lie Asn Leu Asp Gly Pro lie Pro Ala His Leu 
290 295 300 

Leu Gly Asn Met Trp Ala Gin Thr Trp Ser Asn lie Tyr Asp Leu Val 
305 310 315 320 

Ala Pro Phe Pro Ser Ala Pro Asn lie Asp Ala Thr Glu Ala Met lie 

325 330 335 

Lys Gin Gly Trp Thr Pro Arg Arg lie Phe Lys Glu Ala Asp Asn Phe 
340 345 350 

Phe Thr Ser Leu Gly Leu Leu Pro Val Pro Pro Glu Phe Trp Asn Lys 
355 360 365 

Ser Met Leu Glu Lys Pro Thr Asp Gly Arg Glu Val Val Cys His Pro 
370 375 380 

Ser Ala Trp Asp Phe Tyr Asn Gly Lys Asp Phe Arg lie Lys Gin Cys 
385 390 395 400 

Thr Ser Val Asn Met Glu Asp Leu Val lie Ala His His Glu Met Gly 

405 410 415 

His He Gin Tyr Phe Met Gin Tyr Lys Asp Leu Pro Val Thr Phe Arg 
420 425 430 

Glu Gly Ala Asn Pro Gly Phe His Glu Ala He Gly Asp He Met Ala 
435 440 445 

Leu Ser Val Ser Thr Pro Lys His Leu Tyr Ser Leu Asn Leu Leu Ser 
450 455 460 

Thr Glu Gly Ser Gly Tyr Glu Tyr Asp He Asn Phe Leu Met Lys Met 
465 470 475 480 

Ala Leu Asp Lys He Ala Phe He Pro Phe Ser Tyr Leu He Asp Gin 

485 490 495 

Trp Arg Trp Arg Val Phe Asp Gly Ser lie Thr Lys Glu Asn Tyr Asn 
500 505 510 

Gin Glu Trp Trp Ser Leu Arg Leu Lys Tyr Gin Gly Leu Cys Pro Pro 
515 520 525 

Val Pro Arg Ser Gin Gly Asp Phe Asp Pro Gly Ser Lys Phe His Val 
530 535 540 

Pro Ala Asn Val Pro Tyr Val Arg Tyr Phe Val Ser Phe He He Gin 
545 550 555 560 

Phe Gin Phe His Glu Ala Leu Cys Arg Ala Ala Gly His Thr Gly Pro 

565 570 575 

Leu His Lys Cys Asp He Tyr Gin Ser Lys Glu Ala Gly Lys Leu Leu 
580 585 590 



Ala Asp Ala Met Lys Leu Gly Tyr Ser Lys Pro Trp Pro Glu Ala Met 
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595 600 605 

Lys Leu lie Thr Gly Gin Pro Asn Met Ser Ala Ser Ala Met Met Asn 
610 615 620 

Tyr Phe Lys Pro Leu Thr Glu Trp Leu Val Thr Glu Asn Arg Arg His 
625 630 635 640 

Gly Glu Thr Leu Gly Trp Pro Glu Tyr Asn Trp Ala Pro Asn Thr Ala 

645 650 655 

Arg Ala Glu Gly Ser Thr Ala Glu Ser Asn Arg Val Asn Phe Leu Gly 
660 665 670 

Leu Tyr Leu Glu Pro Gin Gin Ala Arg Val Gly Gin Trp Val Leu Leu 
675 680 685 

Phe Leu Giy Val Ala Leu Leu Val Ala Thr Val Gly Leu Ala His Arg 
690 695 700 

Leu Tyr Asn He Arg Asn His His Ser Leu Arg Arg Pro His Arg Gly 
705 710 715 720 

Pro Gin Phe Gly Ser Glu Val Glu Leu Arg His Ser 

725 730 



<210> 6 
<211> 737 
<212> PRT 

<213> Cryctolagus cuniculus 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 6 

Met Gly Gin Gly Trp Ala Ala Pro Gly Leu Pro Ser Leu Leu Leu Leu 
15 10 15 

Leu Leu Cys Cys Gly His Ser Leu Leu Val Pro Ser Arg Val Ala Ala 
20 25 30 

Arg Arg Val Thr Val Asn Gin Gly Thr Thr Ser Gin Ala Thr Thr Thr 
35 40 45 

Ser Lys Ala Thr Thr Ser lie Arg Ala Thr Thr His Gin Thr Thr Ala 
50 55 60 

His Gin Thr Thr Gin Ser Pro Asn Leu Val Thr Asp Glu Ala Glu Ala 
65 70 75 80 

Ser Arg Phe Val Glu Glu Tyr Asp Arg Ser Phe Gin Ala Val Trp Asn 

85 90 95 

Glu Tyr Ala Glu Ala Asn Trp Asn Tyr Asn Thr Asn He Thr Thr Glu 
100 105 110 



Ala Ser Lys He Leu Leu Gin Lys Asn Met Gin He Ala Asn His Thr 
115 120 125 
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Leu Thr Tyr Gly 
130 

Asn Ala Thr Ser 
145 

Ala Val Leu Pro 



Asp Met Glu Thr 
180 

Ser Cys Leu Gin 
195 

Arg Lys Tyr Asp 
210 

Val Gly Arg Ala 
225 

Asn Lys Ala Ala 



Arg Ser Met Tyr 
260 

Phe Gin Glu Leu 
275 

Arg Ala Leu His 
290 

Pro lie Pro Ala 
305 

Asn lie Tyr Asp 



Ala Thr Glu Ala 
340 

Glu Glu Ala Asp 
355 

Pro Glu Phe Trp 
370 

Glu Val Val Cys 
385 

Phe Arg lie Lys 



Val His His Glu 
420 

Leu Pro Val Ala 
435 



Asn Trp Ala Arg 
135 

Lys Arg lie lie 
150 

Val Lys Glu Leu 
165 

lie Tyr Ser Val 



Leu Glu Pro Asp 
200 

Glu Leu Leu Trp 
215 

lie Leu Pro Tyr 
230 

Arg Leu Asn Gly 
245 

Glu Thr Pro Thr 



Gin Pro Leu Tyr 
280 

Arg His Tyr Gly 

295 

His Leu Leu Gly 
310 

Leu Val Ala Pro 
325 

Met lie Lys Gin 



Lys Phe Phe lie 
360 

Asn Lys Ser Met 
375 

His Ala Ser Ala 
390 

Gin Cys Thr Thr 
405 

Met Gly His lie 



Leu Arg Glu Gly 
440 



Arg Phe Asp Val 
140 

Lys Lys Val Gin 
155 

Glu Glu Tyr Asn 
170 

Ala Asn Val Cys 
185 

Leu Thr Asn Leu 



Val Trp Thr Ser 
220 

Phe Pro Lys Tyr 
235 

Tyr Val Asp Ala 
250 

Leu Glu Gin Asp 
265 

Leu Asn Leu His 



Ala Gin His lie 
300 

Asn Met Trp Ala 
315 

Phe Pro Ser Ala 
330 

Gly Trp Thr Pro 
345 

Ser Leu Gly Leu 



Leu Glu Lys Pro 
380 

Trp Asp Phe Tyr 
395 

Val Asn Met Glu 
410 

Gin Tyr Phe Met 
425 

Ala Asn Pro Gly 



Ser Asn Phe Gin 



Asp Leu Gin Arg 
160 

Gin lie Leu Leu 
175 

Arg Val Asp Gly 
190 

Met Ala Thr Ser 
205 

Trp Arg Asp Lys 



Val Glu Phe Thr 
240 

Gly Asp Ser Trp 
255 

Leu Glu Arg Leu 

270 

Ala Tyr Val Gly 
285 

Asn Leu Glu Gly 



Gin Thr Trp Ser 
320 

Ser Thr Met Asp 
335 

Arg Arg Met Phe 
350 

Leu Pro Val Pro 
365 

Thr Asp Gly Arg 



Asn Gly Lys Asp 
400 

Asp Leu Val Val 
415 

Gin Tyr Lys Asp 
430 

Phe His Glu Ala 
445 
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lie Gly Asp Val Leu Ala Leu Ser Val Ser Thr Pro Lys His Leu His 
450 455 460 

Ser lie Asn Leu Leu Ser Ser Glu Gly Gly Gly Tyr Glu His Asp lie 
465 470 475 480 

Asn Phe Leu Met Lys Met Ala Leu Asp Lys lie Ala Phe lie Pro Phe 

485 490 495 

Ser Tyr Leu Val Asp Glu Trp Arg Trp Arg Val Phe Asp Gly Ser lie 
500 505 510 

Thr Lys Glu Asn Tyr Asn Gin Glu Trp Trp Ser Leu Arg Leu Lys Tyr 
515 520 525 

Gin Gly Leu Cys Pro Pro Ala Pro Arg Ser Gin Gly Asp Phe Asp Pro 
530 535 540 

Gly Ala Lys Phe His lie Pro Ser Ser Val Pro Tyr lie Arg Tyr Phe 
545 550 555 560 

Val Ser Phe lie lie Gin Phe Gin Phe His Glu Ala Leu Cys Lys Ala 

565 570 575 

Ala Gly His Thr Gly Pro Leu His Thr Cys Asp lie Tyr Gin Ser Lys 
580 585 590 

Glu Ala Gly Lys Arg Leu Ala Asp Ala Met Lys Leu Gly Tyr Ser Lys 
595 600 605 

Pro Trp Pro Glu Ala Met Lys Val lie Thr Gly Gin Pro Asn Met Ser 
610 615 620 

Ala Ser Ala Met Met Asn Tyr Phe Lys Pro Leu Met Asp Trp Leu Leu 
625 630 635 640 

Thr Glu Asn Gly Arg His Gly Glu Lys Leu Gly Trp Pro Gin Tyr Thr 

645 650 655 

Trp Thr Pro Asn Ser Ala Arg Ser Glu Gly Ser Leu Pro Asp Ser Gly 
660 665 670 

Arg Val Asn Phe Leu Gly Met Asn Leu Asp Ala Gin Gin Ala Arg Val 
675 680 685 

Gly Gin Trp Val Leu Leu Phe Leu Gly Val Ala Leu Leu Leu Ala Ser 
690 695 700 

Leu Gly Leu Thr Gin Arg Leu Phe Ser lie Arg Tyr Gin Ser Leu Arg 
705 710 715 720 

Gin Pro His His Gly Pro Gin Phe Gly Ser Glu Val Glu Leu Arg His 

725 730 735 

Ser 



<210> 7 
<211> 1306 
<212> PRT 
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<213> Homo sapiens 
<220> 

<223> Description of Artificial Sequence : mot if s 
<400> 7 

Met Gly Ala Ala Ser Gly Arg Arg Gly Pro Gly Leu Leu Leu Pro Leu 
15 10 15 

Pro Leu Leu Leu Leu Leu Pro Pro Gin Pro Ala Leu Ala Leu Asp Pro 
20 25 30 

Gly Leu Gin Pro Gly Asn Phe Ser Ala Asp Glu Ala Gly Ala Gin Leu 
35 40 45 

Phe Ala Gin Ser Tyr Asn Ser Ser Ala Glu Gin Val Leu Phe Gin Ser 
50 55 60 

Val Ala Ala Ser Trp Ala His Asp Thr Asn lie Thr Ala Glu Asn Ala 
65 "70 75 80 

Arg Arg Gin Glu Glu Ala Ala Leu Leu Ser Gin Glu Phe Ala Glu Ala 

85 90 95 

Trp Gly Gin Lys Ala Lys Glu Leu Tyr Glu Pro lie Trp Gin Asn Phe 
100 105 110 

Thr Asp Pro Gin Leu Arg Arg lie lie Gly Ala Val Arg Thr Leu Gly 
115 120 125 

Ser Ala Asn Leu Pro Leu Ala Lys Arg Gin Gin Tyr Asn Ala Leu Leu 
130 135 140 

Ser Asn Met Ser Arg lie Tyr Ser Thr Ala Lys Val Cys Leu Pro Asn 
145 150 155 160 

Lys Thr Ala Thr Cys Trp Ser Leu Asp Pro Asp Leu Thr Asn lie Leu 

165 170 175 

Ala Ser Ser Arg Ser Tyr Ala Met Leu Leu Phe Ala Trp Glu Gly Trp 
180 185 190 

His Asn Ala Ala Gly lie Pro Leu Lys Pro Leu Tyr Glu Asp Phe Thr 
195 200 205 

Ala Leu Ser Asn Glu Ala Tyr Lys Gin Asp Gly Phe Thr Asp Thr Gly 
210 215 220 

Ala Tyr Trp Arg Ser Trp Tyr Asn Ser Pro Thr Phe Glu Asp Asp Leu 
225 230 235 240 

Glu His Leu Tyr Gin Gin Leu Glu Pro Leu Tyr Leu Asn Leu His Ala 

245 250 255 

Phe Val Arg Arg Ala Leu His Arg Arg Tyr Gly Asp Arg Tyr lie Asn 
260 265 270 



Leu Arg Gly Pro lie Pro Ala His Leu Leu Gly Asp Met Trp Ala Gin 
275 280 285 
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Ser Trp Glu Asn lie Tyr Asp Met Val Val Pro Phe Pro Asp Lys Pro 
290 295 300 

Asn Leu Asp Val Thr Ser Thr Met Leu Gin Gin Gly Trp Asn Ala Thr 
305 310 315 320 

His Met Phe Arg Val Ala Glu Glu Phe Phe Thr Ser Leu Glu Leu Ser 

325 330 335 

Pro Met Pro Pro Glu Phe Trp Glu Gly Ser Met Leu Glu Lys Pro Ala 
340 345 350 

Asp Gly Arg Glu Val Val Cys His Ala Ser Ala Trp Asp Phe Tyr Asn 
355 360 365 

Arg Lys Asp Phe Arg lie Lys Gin Cys Thr Arg Val Thr Met Asp Gin 
370 375 380 

Leu Ser Thr Val His His Glu Met Gly His lie Gin Tyr Tyr Leu Gin 
385 390 395 400 

Tyr Lys Asp Leu Pro Val Ser Leu Arg Arg Gly Ala Asn Pro Gly Phe 

405 410 415 

His Glu Ala lie Gly Asp Val Leu Ala Leu Ser Val Ser Thr Pro Glu 
420 425 430 

His Leu His Lys lie Gly Leu Leu Asp Arg Val Thr Asn Asp Thr Glu 
435 440 445 

Ser Asp lie Asn Tyr Leu Leu Lys Met Ala Leu Glu Lys lie Ala Phe 
450 455 460 

Leu Pro Phe Gly Tyr Leu Val Asp Gin Trp Arg Trp Gly Val Phe Ser 
465 470 475 480 

Gly Arg Thr Pro Pro Ser Arg Tyr Asn Phe Asp Trp Trp Tyr Leu Arg 

485 490 495 

Thr Lys Tyr Gin Gly He Cys Pro Pro Val Thr Arg Asn Glu Thr His 
500 505 510 

Phe Asp Ala Gly Ala Lys Phe His Val Pro Asn Val Thr Pro Tyr He 
515 520 525 

Arg Tyr Phe Val Ser Phe Val Leu Gin Phe Gin Phe His Glu Ala Leu 
530 535 540 

Cys Lys Glu Ala Gly Tyr Glu Gly Pro Leu His Gin Cys Asp He Tyr 
545 550 555 560 

Arg Ser Thr Lys Ala Gly Ala Lys Leu Arg Lys Val Leu Gin Ala Gly 

565 570 575 

Ser Ser Arg Pro Trp Gin Glu Val Leu Lys Asp Met Val Gly Leu Asp 
580 585 590 



Ala Leu Asp Ala Gin Pro Leu Leu Lys Tyr Phe Gin Pro Val Thr Gin 
595 600 605 
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Trp Leu Gin Glu Gin Asn Gin Gin Asn Gly Glu Val Leu Gly Trp Pro 
610 615 620 

Glu Tyr Gin Trp His Pro Pro Leu Pro Asp Asn Tyr Pro Glu Gly lie 
625 630 635 640 

Asp Leu Val Thr Asp Glu Ala Glu Ala Ser Lys Phe Val Glu Glu Tyr 

645 650 655 

Asp Arg Thr Ser Gin Val Val Trp Asn Glu Tyr Ala Glu Ala Asn Trp 
660 665 670 

Asn Tyr Asn Thr Asn lie Thr Thr Glu Thr Ser Lys lie Leu Leu Gin 
675 680 685 

Lys Asn Met Gin lie Ala Asn His Thr Leu Lys Tyr Gly Thr Gin Ala 
690 695 700 

Arg Lys Phe Asp Val Asn Gin Leu Gin Asn Thr Thr lie Lys Arg lie 
705 710 715 720 

lie Lys Lys Val Gin Asp Leu Glu Arg Ala Ala Leu Pro Ala Gin Glu 

725 730 735 

Leu Glu Glu Tyr Asn Lys He Leu Leu Asp Met Glu Thr Thr Tyr Ser 
740 745 750 

Val Ala Thr Val Cys His Pro Asn Gly Ser Cys Leu Gin Leu Glu Pro 
755 760 765 

Asp Leu Thr Asn Val Met Ala Thr Ser Arg Lys Tyr Glu Asp Leu Leu 
770 775 780 

Trp Ala Trp Glu Gly Trp Arg Asp Lys Ala Gly Arg Ala He Leu Gin 
785 790 795 800 

Phe Tyr Pro Lys Tyr Val Glu Leu He Asn Gin Ala Ala Arg Leu Asn 

805 810 815 

Gly Tyr Val Asp Ala Gly Asp Ser Trp Arg Ser Met Tyr Glu Thr Pro 
820 825 830 

Ser Leu Glu Gin Asp Leu Glu Arg Leu Phe Gin Glu Leu Gin Pro Leu 
835 840 845 

Tyr Leu Asn Leu His Ala Tyr Val Arg Arg Ala Leu His Arg His Tyr 
850 855 860 

Gly Ala Gin His He Asn Leu Glu Gly Pro He Pro Ala His Leu Leu 
865 870 875 880 

Gly Asn Met Trp Ala Gin Thr Trp Ser Asn He Tyr Asp Leu Val Val 

885 890 895 

Pro Phe Pro Ser Ala Pro Ser Met Asp Thr Thr Glu Ala Met Leu Lys 
900 905 910 

Gin Gly Trp Thr Pro Arg Arg Met Phe Lys Glu Ala Asp Asp Phe Phe 
915 920 925 
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Thr Ser Leu Gly Leu Leu Pro Val Pro Pro Glu Phe Trp Asn Lys Ser 
930 935 940 

Met Leu Glu Lys Pro Thr Asp Gly Arg Glu Val Val Cys His Ala Ser 
945 950 955 960 

Ala Trp Asp Phe Tyr Asn Gly Lys Asp Phe Arg lie Lys Gin Cys Thr 

965 970 975 

Thr Val Asn Leu Glu Asp Leu Val Val Ala His His Glu Met Gly His 
980 985 990 

lie Gin Tyr Phe Met Gin Tyr Lys Asp Leu Pro Val Ala Leu Arg Glu 
995 1000 1005 

Gly Ala Asn Pro Gly Phe His Glu Ala lie Gly Asp Val Leu Ala Leu 
1010 1015 1020 

Ser Val Ser Thr Pro Lys His Leu His Ser Leu Asn Leu Leu Ser Ser 
1025 1030 1035 1040 

Glu Gly Gly Ser Asp Glu His Asp He Asn Phe Leu Met Lys Met Ala 

1045 1050 1055 

Leu Asp Lys He Ala Phe He Pro Phe Ser Tyr Leu Val Asp Gin Trp 
1060 1065 1070 

Arg Trp Arg Val Phe Asp Gly Ser He Thr Lys Glu Asn Tyr Asn Gin 
1075 1080 1085 

Glu Trp Trp Ser Leu Arg Leu Lys Tyr Gin Gly Leu Cys Pro Pro Val 
1090 1095 1100 

Pro Arg Thr Gin Gly Asp Phe Asp Pro Gly Ala Lys Phe His He Pro 
1105 ' 1110 1115 1120 

Ser Ser Val Pro Tyr He Arg Tyr Phe Val Ser Phe He He Gin Phe 

1125 1130 1135 

Gin Phe His Glu Ala Leu Cys Gin Ala Ala Gly His Thr Gly Pro Leu 
1140 1145 1150 

His Lys Cys Asp He Tyr Gin Ser Lys Glu Ala Gly Gin Arg Leu Ala 
1155 1160 1165 

Thr Ala Met Lys Leu Gly Phe Ser Arg Pro Trp Pro Glu Ala Met Gin 
1170 1175 1180 

Leu He Thr Gly Gin Pro Asn Met Ser Ala Ser Ala Met Leu Ser Tyr 
1185 1190 1195 1200 

Phe Lys Pro Leu Leu Asp Trp Leu Arg Thr Glu Asn Glu Leu His Gly 

1205 1210 1215 

Glu Lys Leu Gly Trp Pro Gin Tyr Asn Trp Thr Pro Asn Ser Ala Arg 
1220 1225 1230 

Ser Glu Gly Pro Leu Pro Asp Ser Gly Arg Val Ser Phe Leu Gly Leu 
1235 1240 1245 
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Asp Leu Asp Ala Gin Gin Ala Arg Val Gly Gin Trp Leu Leu Leu Phe 
1250 1255 1260 

Leu Gly lie Ala Leu Leu Val Ala Thr Leu Gly Leu Ser Gin Arg Leu 
1265 1270 1275 1280 

Phe Ser lie Arg His Arg Ser Leu His Arg His Ser His Gly Pro Gin 

1285 1290 1295 

Phe Gly Ser Glu Val Glu Leu Arg His Ser 
1300 1305 



<210> 8 
<211> 1312 
<212> PRT 
<213> Murine sp. 

<220> 

<223> Description of Artificial Sequence : motif s 
<400> 8 

Met Gly Ala Ala Ser Gly Gin Arg Gly Arg Trp Pro Leu Ser Pro Pro 
15 10 15 

Leu Leu Met Leu Ser Leu Leu Val Leu Leu Leu Gin Pro Ser Pro Ala 
20 25 30 

Pro Ala Leu Asp Pro Gly Leu Gin Pro Gly Asn Phe Ser Pro Asp Glu 
35 40 45 

Ala Gly Ala Gin Leu Phe Ala Glu Ser Tyr Asn Ser Ser Ala Glu Val 
50 55 60 

Val Met Phe Gin Ser Thr Val Ala Ser Trp Ala His Asp Thr Asn He 
65 70 75 80 

Thr Glu Glu Asn Ala Arg Arg Gin Glu Glu Ala Ala Leu Val Ser Gin 

85 90 95 

Glu Phe Ala Glu Val Trp Gly Lys Lys Ala Lys Glu Leu Tyr Glu Ser 
100 105 110 

He Trp Gin Asn Phe Thr Asp Ser Lys Leu Arg Arg He He Gly Ser 
115 120 125 

He Arg Thr Leu Gly Pro Ala Asn Leu Pro Leu Ala Gin Arg Gin Gin 
130 135 140 

Tyr Asn Ser Leu Leu Ser Asn Met Ser Arg He Tyr Ser Thr Gly Lys 
145 150 155 160 

Val Cys Phe Pro Asn Lys Thr Ala Thr Cys Trp Ser Leu Asp Pro Glu 

165 170 175 

Leu Thr Asn He Leu Ala Ser Ser Arg Ser Tyr Ala Lys Leu Leu Phe 
180 185 190 

Ala Trp Glu Gly Trp His Asp Ala Val Gly He Pro Leu Lys Pro Leu 
195 200 205 
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Tyr Gin Asp Phe Thr Ala lie Ser Asn Glu Ala Tyr Arg Gin Asp Asp 
210 215 220 

Phe Ser Asp Thr Gly Ala Phe Trp Arg Ser Trp Tyr Glu Ser Pro Ser 
225 230 235 240 

Phe Glu Glu Ser Leu Glu His lie Tyr His Gin Leu Glu Pro Leu Tyr 

245 250 255 

Leu Asn Leu His Ala Tyr Val Arg Arg Ala Leu His Arg Arg Tyr Gly 
260 265 270 

Asp Lys Tyr Val Asn Leu Arg Gly Pro lie Pro Ala His Leu Leu Gly 
275 280 285 

Asp Met Trp Ala Gin Ser Trp Glu Asn He Tyr Asp Met Val Val Pro 
290 295 300 

Phe Pro Asp Lys Pro Asn Leu Asp Val Thr Ser Thr Met Val Gin Lys 
305 310 315 320 

Gly Trp Asn Ala Thr His Met Phe Arg Val Ser Glu Glu Phe Phe Thr 

325 330 335 

Ser Leu Gly Leu Ser Pro Met Pro Pro Glu Phe Trp Ala Glu Ser Met 
340 345 350 

Leu Glu Lys Pro Thr Asp Gly Arg Glu Val Val Cys His Ala Ser Ala 
355 360 365 

Trp Asp Phe Tyr Asn Arg Lys Asp Phe Arg He Lys Gin Cys Thr Arg 
370 375 380 

Val Thr Met Glu Gin Leu Ala Thr Val His His Glu Met Gly His Val 
385 390 395 400 

Gin Tyr Tyr Leu Gin Tyr Lys Asp Leu His Val Ser Leu Arg Arg Gly 

405 410 415 

Ala Asn Pro Gly Phe His Glu Ala He Gly Asp Val Leu Ala Leu Ser 
420 425 430 

Val Ser Thr Pro Ala His Leu His Lys lie Gly Leu Leu Asp His Val 
435 440 445 

Thr Asn Asp He Glu Ser Asp He Asn Tyr Leu Leu Lys Met Ala Leu 
450 455 460 

Glu Lys He Ala Phe Leu Pro Phe Gly Tyr Leu Val Asp Gin Trp Arg 
465 470 475 480 

Trp Gly Val Phe Ser Gly Arg Thr Pro Pro Ser Arg Tyr Asn Phe Asp 

485 490 495 

Trp Trp Tyr Leu Arg Thr Lys Tyr Gin Gly He Cys Pro Pro Val Ala 
500 505 510 



Arg Asn Glu Thr His Phe Asp Ala Gly Ala Lys Phe His He Pro Asn 
515 520 525 
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Val Thr Pro Tyr lie Arg Tyr Phe Val Ser Phe Val Leu Gin Phe Gin 
530 535 540 

Phe His Gin Ala Leu Cys Lys Glu Ala Gly His Gin Gly Pro Leu His 
545 550 555 560 

Gin Cys Asp lie Tyr Gin Ser Thr Gin Ala Gly Ala Lys Leu Lys Gin 

565 570 575 

Val Leu Gin Ala Gly Cys Ser Arg Pro Trp Gin Glu Val Leu Lys Asp 
580 585 590 

Leu Val Gly Ser Asp Ala Leu Asp Ala Lys Ala Leu Leu Glu Tyr Phe 
595 600 605 

Gin Pro Val Ser Gin Trp Leu Glu Glu Gin Asn Gin Arg Asn Gly Glu 
610 615 620 

Val Leu Gly Trp Pro Glu Asn Gin Trp Arg Pro Pro Leu Pro Asp Asn 
625 630 635 640 

Tyr Pro Glu Gly lie Asp Leu Glu Thr Asp Glu Ala Lys Ala Asp Arg 

645 650 655 

Phe Val Glu Glu Tyr Asp Arg Thr Ala Gin Val Leu Leu Asn Glu Tyr 
660 665 670 

Ala Glu Ala Asn Trp. Gin Tyr Asn Thr Asn lie Thr He Glu Gly Ser 
675 680 685 

Lys He Leu Leu Glu Lys Ser Thr Glu Val Ser Asn His Thr Leu Lys 
690 695 700 

Tyr Gly Thr Arg Ala Lys Thr Phe Asp Val Ser Asn Phe Gin Asn Ser 
705 710 715 720 

Ser He Lys Arg He He Lys Lys Leu Gin Asn Leu Asp Arg Ala Val 

725 730 735 

Leu Pro Pro Lys Glu Leu Glu Glu Tyr Asn Gin He Leu Leu Asp Met 
740 745 750 

Glu Thr Thr Tyr Ser Leu Ser Asn He Cys Tyr Thr Asn Gly Thr Cys 
755 760 765 

Met Pro Leu Glu Pro Asp Leu Thr Asn Met Met Ala Thr Ser Arg Lys 
770 775 780 

Tyr Glu Glu Leu Leu Trp Ala Trp Lys Ser Trp Arg Asp Lys Val Gly 
785 790 795 800 

Arg Ala He Leu Pro Phe Phe Pro Lys Tyr Val Glu Phe Ser Asn Lys 

805 810 815 

He Ala Lys Leu Asn Gly Tyr Thr Asp Ala Gly Asp Ser Trp Arg Ser 
820 825 830 

Leu Tyr Glu Ser Asp Asn Leu Glu Gin Asp Leu Glu Lys Leu Tyr Gin 
835 840 845 
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Glu Leu Gin Pro Leu Tyr Leu Asn Leu His Ala Tyr Val Arg Arg Ser 
850 855 860 

Leu His Arg His Tyr Gly Ser Glu Tyr lie Asn Leu Asp Gly Pro lie 
865 870 875 880 

Pro Ala His Leu Leu Gly Asn Met Trp Ala Gin Thr Trp Ser Asn lie 

885 890 895 

Tyr Asp Leu Val Ala Pro Phe Pro Ser Ala Pro Asn lie Asp Ala Thr 
900 905 910 

Glu Ala Met lie Lys Gin Gly Trp Thr Pro Arg Arg lie Phe Lys Glu 
915 920 925 

Ala Asp Asn Phe Phe Thr Ser Leu Gly Leu Leu Pro Val Pro Pro Glu 
930 935 940 

Phe Trp Asn Lys Ser Met Leu Glu Lys Pro Thr Asp Gly Arg Glu Val 
945 950 955 960 

Val Cys His Pro Ser Ala Trp Asp Phe Tyr Asn Gly Lys Asp Phe Arg 

965 970 975 

lie Lys Gin Cys Thr Ser Val Asn Met Glu Asp Leu Val lie Ala His 
980 985 990 

His Glu Met Gly His He Gin Tyr Phe Met Gin Tyr Lys Asp Leu Pro 
995 1000 1005 

Val Thr Phe Arg Glu Gly Ala Asn Pro Gly Phe His Glu Ala He Gly 
1010 1015 1020 

Asp He Met Ala Leu Ser Val Ser Thr Pro Lys His Leu Tyr Ser Leu 
1025 1030 1035 1040 

Asn Leu Leu Ser Thr Glu Gly Ser Gly Tyr Glu Tyr Asp He Asn Phe 

1045 1050 1055 

Leu Met Lys Met Ala Leu Asp Lys He Ala Phe He Pro Phe Ser Tyr 
1060 1065 1070 

Leu He Asp Gin Trp Arg Trp Arg Val Phe Asp Gly Ser He Thr Lys 
1075 1080 1085 

Glu Asn Tyr Asn Gin Glu Trp Trp Ser Leu Arg Leu Lys Tyr Gin Gly 
1090 1095 1100 

Leu Cys Pro Pro Val Pro Arg Ser Gin Gly Asp Phe Asp Pro Gly Ser 
1105 1110 1115 1120 

Lys Phe His Val Pro Ala Asn Val Pro Tyr Val Arg Tyr Phe Val Ser 

1125 1130 1135 

Phe He He Gin Phe Gin Phe His Glu Ala Leu Cys Arg Ala Ala Gly 
1140 1145 1150 

His Thr Gly Pro Leu His Lys Cys Asp He Tyr Gin Ser Lys Glu Ala 
1155 1160 1165 
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Gly Lys Leu Leu Ala Asp Ala Met Lys Leu Gly Tyr Ser Lys Pro Trp 

1170 1175 1180 

Pro Glu Ala Met Lys Leu lie Thr Gly Gin Pro Asn Met Ser Ala Ser 

1185 1190 1195 1200 

Ala Met Met Asn Tyr Phe Lys Pro Leu Thr Glu Trp Leu Val Thr Glu 

1205 1210 1215 

Asn Arg Arg His Gly Glu Thr Leu Gly Trp Pro Glu Tyr Asn Trp Ala 

1220 1225 1230 

Pro Asn Thr Ala Arg Ala Glu Gly Ser Thr Ala Glu Ser Asn Arg Val 

1235 1240 1245 

Asn Phe Leu Gly Leu Tyr Leu Glu Pro Gin Gin Ala Arg Val Gly Gin 

1250 1255 1260 

Trp Val Leu Leu Phe Leu Gly Val Ala Leu Leu Val Ala Thr Val Gly 

1265 1270 1275 1280 

Leu Ala His Arg Leu Tyr Asn lie Arg Asn His His Ser Leu Arg Arg 

1285 1290 1295 

Pro His Arg Gly Pro Gin Phe Gly Ser Glu Val Glu Leu Arg His Ser 

1300 1305 1310 



<210> 9 
<211> 1313 
<212> PRT 

<213> Rattus rattus 
<220> 

<223> Description of Artificial Sequence : mot if s 
<400> 9 

Met Gly Ala Ala Ser Gly Gin Arg Gly Arg Trp Pro Leu Ser Pro Pro 
15 10 15 

Leu Leu Met Leu Ser Leu Leu Leu Leu Leu Leu Leu Pro Pro Ser Pro 
20 25 30 

Ala Pro Ala Leu Asp Pro Gly Leu Gin Pro Gly Asn Phe Ser Ala Asp 
35 40 45 

Glu Ala Gly Ala Gin Leu Phe Ala Asp Ser Tyr Asn Ser Ser Ala Glu 
50 55 60 

Val Val Met Phe Gin Ser Thr Ala Ala Ser Trp Ala His Asp Thr Asn 
65 70 75 80 

lie Thr Glu Glu Asn Ala Arg Leu Gin Glu Glu Ala Ala Leu lie Asn 

85 90 95 



Gin Glu Phe Ala Glu Val Trp Gly Lys Lys Ala Lys Glu Leu Tyr Glu 
100 105 110 



Acton, Susan L. et al. 



26 



. Docket No.: MNI-132CP3 



Ser lie Trp Gin 
115 

Ser Val Gin Thr 
130 

Gin Tyr Asn Ser 
145 

Lys Val Cys Phe 



Glu Leu Thr Asn 
180 

Phe Ala Trp Glu 
195 

Leu Tyr Gin Asp 
210 

Gly Phe Ser Asp 
225 

Ser Phe Glu Glu 



Tyr Leu Asn Leu 
260 

Gly Asp Lys Tyr 
275 

Gly Asp Met Trp 
290 

Pro Phe Pro Asp 
305 

Lys Gly Trp Asn 



Thr Ser Leu Gly 
340 

Met Leu Glu Lys 
355 

Ala Trp Asp Phe 
370 

Arg Val Thr Met 
385 

Val Gin Tyr Tyr 



Gly Ala Asn Pro 
420 



Asn Phe Thr Asp 
120 

Leu Gly Pro Ala 
135 

Leu Leu Ser Asn 
150 

Pro Asn Lys Thr 
165 

lie Leu Ala Ser 



Gly Trp His Asp 
200 

Phe Thr Ala Leu 
215 

Thr Gly Ala Tyr 
230 

Ser Leu Glu His 
245 

His Ala Phe Val 



lie Asn Leu Arg 
280 

Ala Gin Ser Trp 
295 

Lys Pro Asn Leu 
310 

Ala Thr His Met 
325 

Leu Ser Pro Met 



Pro Ala Asp Gly 
360 

Tyr Asn Arg Lys 
375 

Asp Gin Leu Ser 
390 

Leu Gin Tyr Lys 
405 

Gly Phe His Glu 



Gin Lys Leu Arg 



Asn Leu Pro Leu 
140 

Met Ser Arg lie 
155 

Ala Thr Cys Trp 
170 

Ser Arg Asn Tyr 
185 

Ala Val Gly lie 



Ser Asn Glu Ala 
220 

Trp Arg Ser Trp 
235 

Leu Tyr His Gin 
250 

Arg Arg Ala Leu 
265 

Gly Pro lie Pro 



Glu Asn lie Tyr 
300 

Asp Val Thr Ser 
315 

Phe Arg Val Ala 
330 

Pro Pro Glu Phe 
345 

Arg Glu Val Val 



Asp Phe Arg lie 
380 

Thr Val His His 
395 

Asp Leu His Val 
410 

Ala lie Gly Asp 
425 



Arg lie lie Gly 
125 

Thr Gin Arg Leu 



Tyr Ser Thr Gly 
160 

Ser Leu Asp Pro 
175 

Ala Lys Val Leu 
190 

Pro Leu Arg Pro 
205 

Tyr Arg Gin Asp 



Tyr Glu Ser Pro 
240 

Val Glu Pro Leu 
255 

His Arg Arg Tyr 
270 

Ala His Leu Leu 
285 

Asp Met Val Val 



Thr Met Val Gin 
320 

Glu Glu Phe Phe 
335 

Trp Ala Glu Ser 
350 

Cys His Ala Ser 
365 

Lys Gin Cys Thr 



Glu Met Gly His 
400 

Ser Leu Arg Arg 
415 

Val Leu Ala Leu 
430 
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Ser Val Ser Thr Pro Ala His Leu His Lys lie Gly Leu Leu Asp Arg 
435 440 445 

Val Ala Asn Asp lie Glu Ser Asp lie Asn Tyr Leu Leu Lys Met Ala 
450 455 460 

Leu Glu Lys lie Ala Phe Leu Pro Phe Gly Tyr Leu Val Asp Gin Trp 
465 470 475 480 

Arg Trp Gly Val Phe Ser Gly Arg Thr Pro Pro Ser Arg Tyr Asn Tyr 

485 490 495 

Asp Trp Trp Tyr Leu Arg Thr Lys Tyr Gin Gly He Cys Pro Pro Val 
500 505 510 

Ala Arg Asn Glu Thr His Phe Asp Ala Gly Ala Lys Phe His lie Pro 
515 520 525 

Ser Val Thr Pro Tyr He Arg Tyr Phe Val Ser Phe Val Leu Gin Phe 
530 535 540 

Gin Phe His Gin Ala Leu Cys Lys Glu Ala Gly His Gin Gly Pro Leu 
545 550 555 560 

His Gin Cys Asp He Tyr Gin Ser Thr Lys Ala Gly Ala Lys Leu Gin 

565 570 575 

Gin Val Leu Gin Ala Gly Cys Ser Arg Pro Trp Gin Glu Val Leu Lys 
580 585 590 

Asp Leu Val Gly Ser Asp Ala Leu Asp Ala Ser Ala Leu Met Glu Tyr 
595 600 605 

Phe Gin Pro Val Ser Gin Trp Leu Gin Glu Gin Asn Gin Arg Asn Gly 
610 615 620 

Glu Val Leu Gly Trp Pro Glu Tyr Gin Trp Arg Pro Pro Leu Pro Asp 
625 630 635 640 

Asn Tyr Pro Glu Gly He Asp Leu Glu Thr Asp Glu Ala Lys Ala Asn 

645 650 655 

Arg Phe Val Glu Glu Tyr Asp Arg Thr Ala Lys Val Leu Trp Asn Glu 
660 665 670 

Tyr Ala Glu Ala Asn Trp His Tyr Asn Thr Asn He Thr He Glu Gly 
675 680 685 

Ser Lys He Leu Leu Gin Lys Asn Lys Glu Val Ser Asn His Thr Leu 
690 695 700 

Lys Tyr Gly Thr Trp Ala Lys Thr Phe Asp Val Ser Asn Phe Gin Asn 
705 710 715 720 

Ser Thr He Lys Arg He He Lys Lys Val Gin Asn Val Asp Arg Ala 

725 730 735 

Val Leu Pro Pro Asn Glu Leu Glu Glu Tyr Asn Gin He Leu Leu Asp 
740 745 750 
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Met Glu Thr Thr Tyr Ser Val Ala Asn Val Cys Tyr Thr Asn Gly Thr 
755 760 765 

Cys Leu Ser Leu Glu Pro Asp Leu Thr Asn lie Met Ala Thr Ser Arg 
770 775 780 

Lys Tyr Glu Glu Leu Leu Trp Val Trp Lys Ser Trp Arg Asp Lys Val 
785 790 795 800 

Gly Arg Ala lie Leu Pro Phe Phe Pro Lys Tyr Val Asp Phe Ser Asn 

805 810 815 

Lys lie Ala Lys Leu Asn Gly Tyr Ser Asp Ala Gly Asp Ser Trp Arg 
820 825 830 

Ser Ser Tyr Glu Ser Asp Asp Leu Glu Gin Asp Leu Glu Lys Leu Tyr 
835 840 845 

Gin Glu Leu Gin Pro Leu Tyr Leu Asn Leu His Ala Tyr Val Arg Arg 
850 855 860 

Ser Leu His Arg His Tyr Gly Ser Glu Tyr lie Asn Leu Asp Gly Pro 
865 870 875 880 

lie Pro Ala His Leu Leu Gly Asn Met Trp Ala Gin Thr Trp Ser Asn 

885 890 895 

lie Tyr Asp Leu Val Ala Pro Phe Pro Ser Ala Pro Ser lie Asp Ala 
900 905 910 

Thr Glu Ala Met lie Lys Gin Gly Trp Thr Pro Arg Arg lie Phe Lys 
915 920 925 

Glu Ala Asp Asn Phe Phe Thr Ser Leu Gly Leu Leu Pro Val Pro Pro 
930 935 940 

Glu Phe Trp Asn Lys Ser Met Leu Glu Lys Pro Thr Asp Gly Arg Glu 
945 950 955 ^ 960 

Val Val Cys His Ala Ser Ala Trp Asp Phe Tyr Asn Gly Lys Asp Phe 

965 970 975 

Arg lie Lys Gin Cys Thr Ser Val Asn Met Glu Glu Leu Val lie Ala 
980 985 990 

His His Glu Met Gly His lie Gin Tyr Phe Met Gin Tyr Lys Asp Leu 
995 1000 1005 

Pro Val Thr Phe Arg Glu Gly Ala Asn Pro Gly Phe His Glu Ala lie 
1010 1015 1020 

Gly Asp Val Leu Ala Leu Ser Val Ser Thr Pro Lys His Leu His Ser 
1025 1030 1035 1040 

Leu Asn Leu Leu Ser Ser Glu Gly Ser Gly Tyr Glu His Asp lie Asn 

1045 1050 1055 



Phe Leu Met Lys Met Ala Leu Asp Lys lie Ala Phe lie Pro Phe Ser 
1060 1065 1070 
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Tyr Leu lie Asp Gin Trp Arg Trp Arg Val Phe Asp Gly Ser lie Thr 
1075 1080 1085 

Lys Glu Asn Tyr Asn Gin Glu Trp Trp Ser Leu Arg Leu Lys Tyr Gin 
1090 1095 1100 

Gly Leu Cys Pro Pro Val Pro Arg Ser Gin Gly Asp Phe Asp Pro Gly 
1105 1110 1115 1120 

Ser Lys Phe His Val Pro Ala Asn Val Pro Tyr lie Arg Tyr Phe lie 

1125 1130 1135 

Ser Phe lie lie Gin Phe Gin Phe His Glu Ala Leu Cys Arg Ala Ala 
1140 1145 1150 

Gly His Thr Gly Pro Leu Tyr Lys Cys Asp lie Tyr Gin Ser Lys Glu 
1155 1160 1165 

Ala Gly Lys Leu Leu Ala Asp Ala Met Lys Leu Gly Tyr Ser Lys Gin 
1170 1175 1180 

Trp Pro Glu Ala Met Lys lie lie Thr Gly Gin Pro Asn Met Ser Ala 
1185 1190 1195 1200 

Ser Ala lie Met Asn Tyr Phe Lys Pro Leu Thr Glu Trp Leu Val Thr 

1205 1210 1215 

Glu Asn Arg Arg His Gly Glu Thr Leu Gly Trp Pro Glu Tyr Thr Trp 
1220 1225 1230 

Thr Pro Asn Thr Ala Arg Ala Glu Gly Ser Leu Pro Glu Ser Ser Arg 
1235 1240 1245 

Val Asn Phe Leu Gly Met Tyr Leu Glu Pro Gin Gin Ala Arg Val Gly 
1250 1255 1260 

Gin Trp Val Leu Leu Phe Leu Gly Val Ala Leu Leu Val Ala Thr Val 
1265 1270 1275 1280 

Gly Leu Ala His Arg Leu Tyr Asn lie His Asn His His Ser Leu Arg 

1285 1290 1295 

Arg Pro His Arg Gly Pro Gin Phe Gly Ser Glu Val Glu Leu Arg His 
1300 1305 1310 

Ser 



<210> 10 
<211> 1310 
<212> PRT 

<213> Oryctoiagus cunicuius 
<220> 

<223> Description of Artificial Sequence : motif s 



<400> 10 

Met Gly Ala Ala Pro Gly Arg Arg Gly Pro Arg Leu Leu Arg Pro Pro 
15 10 15 
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Pro Pro Leu Leu Leu Leu Leu Leu Leu Leu Arg Pro Pro Pro Ala Ala 
20 25 30 

Leu Thr Leu Asp Pro Gly Leu Leu Pro Gly Asp Phe Ala Ala Asp Glu 
35 40 45 

Ala Gly Ala Arg Leu Phe Ala Ser Ser Tyr Asn Ser Ser Ala Glu Gin 
50 55 60 

Val Leu Phe Arg Ser Thr Ala Ala Ser Trp Ala His Asp Thr Asn lie 
65 70 75 80 

Thr Ala Glu Asn Ala Arg Arg Gin Glu Glu Glu Ala Leu Leu Ser Gin 

85 90 95 

Glu Phe Ala Glu Ala Trp Gly Lys Lys Ala Lys Glu Leu Tyr Asp Pro 
100 105 110 

Val Trp Gin Asn Phe Thr Asp Pro Glu Leu Arg Arg lie lie Gly Ala 
115 120 125 

Val Arg Thr Leu Gly Pro Ala Asn Leu Pro Leu Ala Lys Arg Gin Gin 
130 135 140 

Tyr Asn Ser Leu Leu Ser Asn Met Ser Gin lie Tyr Ser Thr Gly Lys 
145 150 155 160 

Val Cys Phe Pro Asn Lys Thr Ala Ser Cys Trp Ser Leu Asp Pro Asp 

165 170 175 

Leu Asn Asn He Leu Ala Ser Ser Arg Ser Tyr Ala Met Leu Leu Phe 
180 185 190 

Ala Trp Glu Gly Trp His Asn Ala Val Gly lie Pro Leu Lys Pro Leu 
195 200 205 

Tyr Gin Glu Phe Thr Ala Leu Ser Asn Glu Ala Tyr Arg Gin Asp Gly 
210 215 220 

Phe Ser Asp Thr Gly Ala Tyr Trp Arg Ser Trp Tyr Asp Ser Pro Thr 
225 230 235 240 

Phe Glu Glu Asp Leu Glu Arg lie Tyr His Gin Leu Glu Pro Leu Tyr 

245 250 255 

Leu Asn Leu His Ala Tyr Val Arg Arg Val Leu His Arg Arg Tyr Gly 
260 265 270 

Asp Arg Tyr He Asn Leu Arg Gly Pro He Pro Ala His Leu Leu Gly 
275 280 285 

Asn Met Trp Ala Gin Ser Trp Glu Ser He Tyr Asp Met Val Val Pro 
290 295 300 

Phe Pro Asp Lys Pro Asn Leu Asp Val Thr Ser Thr Met Val Gin Lys 
305 310 315 320 



Gly Trp Asn Ala Thr His Met Phe Arg Val Ala Glu Glu Phe Phe Thr 

325 330 335 
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Ser Leu Gly Leu Leu Pro Met Pro Pro Giu Phe Trp Ala Glu Ser Met 
340 345 350 

Leu Glu Lys Pro Glu Asp Gly Arg Glu Val Val Cys His Ala Ser Ala 
355 360 365 

Trp Asp Phe Tyr Asn Arg Lys Asp Phe Arg lie Lys Gin Cys Thr Gin 
370 375 380 

Val Thr Met Asp Gin Leu Ser Thr Val His His Glu Met Gly His Val 
385 390 395 400 

Gin Tyr Tyr Leu Gin Tyr Lys Asp Gin Pro Val Ser Leu Arg Arg Ala 

405 410 415 

Asn Pro Gly Phe His Glu Ala lie Gly Asp Val Leu Ala Leu Ser Val 
420 425 430 

Ser Thr Pro Ala His Leu His Lys lie Gly Leu Leu Asp His Val Thr 
435 440 445 

Asn Asp Thr Glu Ser Asp lie Asn Tyr Leu Leu Lys Met Ala Leu Glu 
450 455 460 

Lys lie Ala Phe Leu Pro Phe Gly Tyr Leu Val Asp Gin Trp Arg Trp 
465 470 475 480 

Gly Val Phe Ser Gly Arg Thr Pro Ser Ser Arg Tyr Asn Phe Asp Trp 

485 490 495 

Trp Tyr Leu Arg Thr Lys Tyr Gin Gly lie Cys Pro Pro Val Val Arg 
500 505 510 

Asn Glu Thr His Phe Asp Ala Gly Ala Lys Phe His lie Pro Ser Val 
515 520 525 

Thr Pro Tyr lie Arg Tyr Phe Val Ser Phe Val Leu Gin Phe Gin Phe 
530 535 540 

His Gin Ala Leu Cys Met Glu Ala Gly His Gin Gly Pro Leu His Gin 
545 550 555 560 

Cys Asp lie Tyr Gin Ser Thr Arg Ala Gly Ala Lys Leu Arg Ala Val 

565 570 575 

Leu Gin Ala Gly Cys Ser Arg Pro Trp Gin Glu Val Leu Lys Asp Met 
580 585 590 

Val Ala Ser Asp Ala Leu Asp Ala Gin Pro Leu Leu Asp Tyr Phe Gin 
595 600 605 

Pro Val Thr Gin Trp Leu Gin Glu Gin Asn Glu Arg Asn Gly Glu Val 
610 615 620 

Leu Gly Trp Pro Glu Tyr Gin Trp Arg Pro Pro Leu Pro Asn Asn Tyr 
625 630 635 640 



Pro Glu Gly lie Asp Leu Val Thr Asp Glu Ala Glu Ala Ser Arg Phe 

645 650 655 
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Val Glu Glu Tyr 
660 

Glu Ala Asn Trp 
675 

lie Leu Leu Gin 
690 

Gly Asn Trp Ala 
705 

Ser Lys Arg lie 



Pro Val Lys Glu 
740 

Thr lie Tyr Ser 
755 

Gin Leu Glu Pro 
770 

Asp Glu Leu Leu 
785 

Ala lie Leu Pro 



Ala Arg Leu Asn 
820 

Tyr Glu Thr Pro 
835 

Leu Gin Pro Leu 
850 

His Arg His Tyr 
865 

Ala His Leu Leu 



Asp Leu Val Ala 
900 

Ala Met lie Lys 
915 

Asp Lys Phe Phe 
930 

Trp Asn Lys Ser 
945 

Cys His Ala Ser 



Asp Arg Ser Phe 



Asn Tyr Asn Thr 
680 

Lys Asn Met Gin 
695 

Arg Arg Phe Asp 
710 

lie Lys Lys Val 
725 

Leu Glu Glu Tyr 



Val Ala Asn Val 
760 

Asp Leu Thr Asn 
775 

Trp Val Trp Thr 
790 

Tyr Phe Pro Lys 
805 

Gly Tyr Val Asp 



Thr Leu Glu Gin 
840 

Tyr Leu Asn Leu 
855 

Gly Ala Gin His 
870 

Gly Asn Met Trp 
885 

Pro Phe Pro Ser 



Gin Gly Trp Thr 
920 

lie Ser Leu Gly 
935 

Met Leu Glu Lys 
950 

Ala Trp Asp Phe 
965 



Gin Ala Val Trp 
665 

Asn lie Thr Thr 



lie Ala Asn His 
700 

Val Ser Asn Phe 
715 

Gin Asp Leu Gin 
730 

Asn Gin lie Leu 
745 

Cys Arg Val Asp 



Leu Met Ala Thr 
780 

Ser Trp Arg Asp 
795 

Tyr Val Glu Phe 
810 

Ala Gly Asp Ser 
825 

Asp Leu Glu Arg 



His Ala Tyr Val 
860 

lie Asn Leu Glu 
875 

Ala Gin Thr Trp 
890 

Ala Ser Thr Met 
905 

Pro Arg Arg Met 



Leu Leu Pro Val 
940 

Pro Thr Asp Gly 
955 

Tyr Asn Gly Lys 
970 



Asn Glu Tyr Ala 
670 

Glu Ala Ser Lys 
685 

Thr Leu Thr Tyr 



Gin Asn Ala Thr 
720 

Arg Ala Val Leu 
735 

Leu Asp Met Glu 
750 

Gly Ser Cys Leu 
765 

Ser Arg Lys Tyr 



Lys Val Gly Arg 
800 

Thr Asn Lys Ala 
815 

Trp Arg Ser Met 
830 

Leu Phe Gin Glu 
845 

Gly Arg Ala Leu 



Gly Pro lie Pro 
880 

Ser Asn lie Tyr 
895 

Asp Ala Thr Glu 
910 

Phe Glu Glu Ala 
925 

Pro Pro Glu Phe 



Arg Glu Val Val 
960 

Asp Phe Arg He 
975 
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Lys Gin Cys Thr Thr Val Asn Met Glu Asp Leu Val Val Val His His 
980 985 990 

Glu Met Gly His lie Gin Tyr Phe Met Gin Tyr Lys Asp Leu Pro Val 
995 1000 1005 

Ala Leu Arg Glu Gly Ala Asn Pro Gly Phe His Glu Ala lie Gly Asp 
1010 1015 1020 

Val Leu Ala Leu Ser Val Ser Thr Pro Lys His Leu His Ser lie Asn 
1025 1030 1035 1040 

Leu Leu Ser Ser Glu Gly Gly Gly Tyr Glu His Asp He Asn Phe Leu 

1045 1050 1055 

Met Lys Met Ala Leu Asp Lys lie Ala Phe He Pro Phe Ser Tyr Leu 
1060 1065 1070 

Val Asp Glu Trp Arg Trp Arg Val Phe Asp Gly Ser lie Thr Lys Glu 
1075 1080 1085 

Asn Tyr Asn Gin Glu Trp Trp Ser Leu Arg Leu Lys Tyr Gin Gly Leu 
1090 1095 1100 

Cys Pro Pro Ala Pro Arg Ser Gin Gly Asp Phe Asp Pro Gly Ala Lys 
1105 1110 1115 1120 

Phe His He Pro Ser Ser Val Pro Tyr He Arg Tyr Phe Val Ser Phe 

1125 1130 1135 

He He Gin Phe Gin Phe His Glu Ala Leu Cys Lys Ala Ala Gly His 
1140 1145 1150 

Thr Gly Pro Leu His Thr Cys Asp He Tyr Gin Ser Lys Glu Ala Gly 
1155 1160 1165 

Lys Arg Leu Ala Asp Ala Met Lys Leu Gly Tyr Ser Lys Pro Trp Pro 
1170 1175 1180 

Glu Ala Met Lys Val He Thr Gly Gin Pro Asn Met Ser Ala Ser Ala 
1185 1190 1195 1200 

Met Met Asn Tyr Phe Lys Pro Leu Met Asp Trp Leu Leu Thr Glu Asn 

1205 1210 1215 

Gly Arg His Gly Glu Lys Leu Gly Trp Pro Gin Tyr Thr Trp Thr Pro 
1220 1225 1230 

Asn Ser Ala Arg Ser Glu Gly Ser Leu Pro Asp Ser Gly Arg Val Asn 
1235 1240 1245 

Phe Leu Gly Met Asn Leu Asp Ala Gin Gin Ala Arg Val Gly Gin Trp 
1250 1255 1260 

Val Leu Leu Phe Leu Gly Val Ala Leu Leu Leu Ala Ser Leu Gly Leu 
1265 1270 1275 1280 



Thr Gin Arg Leu Phe Ser He Arg Tyr Gin Ser Leu Arg Gin Pro His 

1285 1290 1295 
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His Gly Pro Gin Phe Gly Ser Glu Val Glu Leu Arg His Ser 
1300 1305 1310 



<210> 11 
<211> 615 
<212> PRT 

<213> Drosophila melanogaster 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 11 

Met Arg Leu Phe Leu Leu Ala Leu Leu Ala Thr Leu Ala Val Thr Gin 
15 10 15 

Ala Leu Val Lys Glu Glu lie Gin Ala Lys Glu Tyr Leu Glu Asn Leu 
20 25 30 

Asn Lys Glu Leu Ala Lys Arg Thr Asn Val Glu Thr Glu Ala Ala Trp 
35 40 45 

Ala Tyr Gly Ser Asn lie Thr Asp Glu Asn Glu Lys Lys Lys Asn Glu 
50 55 60 

lie Ser Ala Glu Leu Ala Lys Phe Met Lys Glu Val Ala Ser Asp Thr 
65 70 75 80 

Thr Lys Phe Gin Trp Arg Ser Tyr Gin Ser Glu Asp Leu Lys Arg Gin 

85 90 95 

Phe Lys Ala Leu Thr Lys Leu Gly Tyr Ala Ala Leu Pro Glu Asp Asp 
100 105 110 

Tyr Ala Glu Leu Leu Asp Thr Leu Ser Ala Met Glu Ser Asn Phe Ala 
115 120 125 

Lys Val Lys Val Cys Asp Tyr Lys Asp Ser Thr Lys Cys Asp Leu Ala 
130 135 140 

Leu Asp Pro Glu He Glu Glu Val He Ser Lys Ser Arg Asp His Glu 
145 150 155 160 

Glu Leu Ala Tyr Tyr Trp Arg Glu Phe Tyr Asp Lys Ala Gly Thr Ala 

165 170 175 

Val Arg Ser Gin Phe Glu Arg Tyr Val Glu Leu Asn Thr Lys Ala Ala 
180 185 190 

Lys Leu Asn Asn Phe Thr Ser Gly Ala Glu Ala Trp Leu Asp Glu Tyr 
195 200 205 

Glu Asp Asp Thr Phe Glu Gin Gin Leu Glu Asp He Phe Ala Asp He 
210 215 220 

Arg Pro Leu Tyr Gin Gin He His Gly Tyr Val Arg Phe Arg Leu Arg 
225 230 235 240 



Lys His Tyr Gly Asp Ala Val Val Ser Glu Thr Gly Pro He Pro Met 

245 250 255 
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His Leu Leu Gly Asn Met Trp Ala Gin Gin Trp Ser Glu lie Ala Asp 

260 265 270 

lie Val Ser Pro Phe Pro Glu Lys Pro Leu Val Asp Val Ser Ala Glu 
275 280 285 

Met Glu Lys Gin Ala Tyr Thr Pro Leu Lys Met Phe Gin Met Gly Asp 
290 295 300 

Asp Phe Phe Thr Ser Met Asn Leu Thr Lys Leu Pro Gin Asp Phe Trp 
305 310 315 320 

Asp Lys Ser lie lie Glu Lys Pro Thr Asp Gly Arg Asp Leu Val Cys 

325 330 335 

His Ala Ser Ala Trp Asp Phe Tyr Leu lie Asp Asp Val Arg lie Lys 

340 345 350 



Gin Cys Thr Arg Val Thr Gin Asp Gin Leu Phe Thr Val His His Glu 
355 360 365 

Leu Gly His lie Gin Tyr Phe Leu Gin Tyr Gin His Gin Pro Phe Val 
370 375 380 

Tyr Arg Thr Gly Ala Asn Pro Gly Phe His Glu Ala Val Gly Asp Val 
385 390 395 400 

Leu Ser Leu Ser Val Ser Thr Pro Lys His Leu Glu Lys lie Gly Leu 

405 410 415 

Leu Lys Asp Tyr Val Arg Asp Asp Glu Ala Arg lie Asn Gin Leu Phe 
420 425 430 

Leu Thr Ala Leu Asp Lys lie Val Phe Leu Pro Phe Ala Phe Thr Met 
435 440 445 

Asp Lys Tyr Arg Trp Ser Leu Phe Arg Gly Glu Val Asp Lys Ala Asn 
450 455 460 

Trp Asn Cys Ala Phe Trp Lys Leu Arg Asp Glu Tyr Ser Gly lie Glu 
465 470 475 480 

Pro Pro Val Val Arg Ser Glu Lys Asp Phe Asp Ala Pro Ala Lys Tyr 

485 490 495 

His lie Ser Ala Asp Val Glu Tyr Leu Arg Tyr Leu Val Ser Phe lie 
500 505 510 

lie Gin Phe Gin Phe Tyr Lys Ser Ala Cys lie Lys Ala Gly Gin Tyr 
515 520 525 

Asp Pro Asp Asn Val Glu Leu Pro Leu Asp Asn Cys Asp lie Tyr Gly 
530 535 540 

Ser Ala Arg Ala Gly Ala Ala Phe His Asn Met Leu Ser Met Gly Ala 
545 550 555 560 



Ser Lys Pro Trp Pro Asp Ala Leu Glu Ala Phe Asn Gly Glu Arg lie 

565 570 575 
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Met Ser Gly Lys Ala lie Ala Glu Tyr Phe Glu Pro Leu Arg Val Trp 
580 585 590 

Leu Glu Ala Glu Asn lie Lys Asn Asn Val His lie Gly Trp Thr Thr 
595 600 605 

Ser Asn Lys Cys Val Ser Ser 
610 615 



<210> 12 
<211> 907 
<212> PRT 

<213> Caenorhabditis elegans 
<220> 

<223> Description of Artificial Sequence : moti fs 
<400> 12 

Met Lys Phe His lie Leu Leu Leu Leu Leu Val Gly Ala Cys Leu Pro 
15 10 15 

Val Phe Thr Gin Glu lie Lys Pro Lys Pro Glu Leu Leu Pro Ala Asp 
20 25 30 

Glu Ala Pro Lys Asp Pro Glu Ala Val Phe Ser Glu Gly Glu Pro Phe 
35 40 45 

Glu Leu Thr Asp Ala Leu Asp Thr Pro Lys Asn Gly Ser Val Pro Val 
50 55 60 

Pro Glu Pro Glu Pro Lys Pro Glu Pro Glu Pro Glu Pro Glu Pro Lys 
65 70 75 80 

Pro Glu Pro Glu Pro Ser Pro Thr Pro Glu Pro Glu Pro Ala lie Lys 

85 90 95 

Phe Asp Asn lie Glu Ser Glu Asp Tyr Gly Asp Val Ala Glu Thr Ala 
100 105 110 

Ala Ser Thr Gin Pro Asp Glu Leu Asn Thr Glu Val lie Glu Gin Leu 
115 120 125 

Val Asp Thr Phe Leu Asn Thr Gly Ser lie Ala Ser Asn Lys Thr Asn 
130 135 140 

Lys Gly Pro Val Phe Ala Asn Pro Val Ala Gin Ala Leu Val Asn Ser 
145 150 155 160 

Ser Asn Tyr Trp Lys Thr Asp Asn Leu Gin Ala Pro Gly Ser lie Lys 

165 170 175 

Asp Glu Glu Lys Leu Arg Ser Trp Leu Ala Gly Tyr Glu Ala Glu Ala 
180 185 190 

lie Lys Val Leu Arg Glu Val Ala Leu Ser Gly Trp Arg Tyr Phe Asn 
195 200 205 



Asp Ala Ser Pro Ser Leu Lys Leu Ala Leu Asp Glu Ala Glu Asn Val 
210 215 220 
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Leu Thr Met Phe Val Arg Ser Thr Ser Met Gin Ala Lys Gin Phe Asp 
225 230 235 240 

Met Ala Ser Val Thr Asp Glu Lys Val Met Arg Gin Leu Gly Tyr Val 

245 250 255 

Ser Phe Glu Gly Met Ser Ala Leu Ala Pro Ser Arg Phe Ala Asp Tyr 
260 265 270 

Ser Gin Ala Gin Ala Ala Leu Asn Arg Asp Ser Lys Asp Ser Thr lie 
275 280 285 

Cys Asp Lys Asp Val Pro Pro Pro Cys Ala Leu Gin Lys lie Asp Met 
290 295 300 

Asp Ser lie Phe Arg Asn Glu Lys Asp Ala Ser Arg Leu Gin His Leu 
305 310 315 320 

Trp Val Ser Tyr Val Thr Ala lie Ala Lys Ser Lys Pro Ser Tyr Asn 

325 330 335 

Asn He He Thr He Ser Asn Glu Gly Ala Lys Leu Asn Gly Phe Ala 
340 345 350 

Asn Gly Gly Ala Met Trp Arg Ser Ala Phe Asp Met Ser Ser Lys Val 
355 360 365 

His Lys Ala Glu Phe Asp Leu Asn Lys Gin He Asp Lys He Tyr Ser 
370 375 380 

Thr He Gin Pro Phe Tyr Gin Leu Leu His Ala Tyr Met Arg Arg Gin 
385 390 395 400 

Leu Ala Gly He Tyr Ser Asn Pro Val Gly Leu Ser Lys Asp Gly Pro 

405 410 415 

He Pro Ala His Leu Phe Gly Ser Leu Asp Gly Gly Asp Trp Ser Ala 
420 425 430 

His Tyr Glu Gin Thr Lys Pro Phe Glu Glu Glu Ser Glu Thr Pro Glu 
435 440 445 

Ala Met Leu Ser Ala Phe Asn Thr Gin Asn Tyr Thr Thr Lys Lys Met 
450 455 460 

Phe Val Thr Ala Tyr Arg Tyr Phe Lys Ser Ala Gly Phe Pro His Leu 
465 470 475 480 

Pro Lys Ser Tyr Trp Thr Ser Ser He Phe Ala Arg Val Trp Ser Lys 

485 490 495 

Asp Met He Cys His Pro Ala Ala Ala Leu Asp Met Arg Ala Pro Asn 
500 505 510 

Asp Phe Arg Val Lys Ala Cys Ala Gin Leu Gly Glu Pro Asp Phe Glu 
515 520 525 



Gin Ala His Ser Leu Leu Val Gin Thr Tyr Tyr Gin Tyr Leu Tyr Lys 
530 535 540 
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Asp Gin Ser Leu 
545 

Ala lie Ala Asn 



Tyr Ser Gin Lys 
580 

Val lie lie Asn 
595 

Leu Pro Phe Thr 
610 

Gly Thr Val Pro 
625 

Asn Lys Tyr Glu 



Leu Asp Ala Leu 
660 

Thr Arg Thr Leu 
675 

Leu Cys Gin Arg 
690 

Glu Asp Thr Thr 
705 

lie Thr Trp Leu 



Asp Ala Gin Pro 
740 

Arg Asn Thr Asn 
755 

Gly Thr Pro Phe 
770 

Asp Gly Gly Asn 
785 

Gly Glu Cys Val 



Gly Thr lie Cys 
820 

Asn Thr Phe Asn 
835 

Asp Gly Lys Gly 
850 



Leu Phe Arg Glu 
550 

Ala Phe Ala His 
565 

Leu Val Pro Ser 



Lys Leu .Tyr Lys 
600 

lie Ala Ala Asp 
615 

Lys Asn Lys Leu 
630 

Gly Val Arg Ser 
645 

He His Asn Ser 



He Ser Tyr Val 
680 

Glu Leu Phe Trp 
695 

Glu Lys Leu Arg 
710 

Lys Ala Leu Glu 
725 

Leu Leu Glu Tyr 



Glu He Asp Gin 
760 

Thr Val Glu Glu 
775 

Gly Leu Pro Ser 
790 

Asn Gly Gin Glu 
805 

Val Cys Asn Asp 



Cys Val Pro Gly 
840 

Gly Leu Val He 
855 



Gin Ala Ser Pro 
555 

Leu Ser Thr Asn 
570 

Glu His Leu Asp 
585 

Glu Ser Leu Glu 



Asn Trp Arg Tyr 
620 

Asn Asp Arg Trp 
635 

Pro Gin Pro Tyr 
650 

Val Ser Gin Val 
665 

Leu Lys Phe Gin 



Leu Ser Glu Gly 
700 

Glu Thr Met Lys 
715 

Met He Ser Gly 
730 

Tyr Glu Pro Leu 
745 

Val Val Val Gly 



He Pro Lys Thr 
780 

Glu Asp Arg Val 
795 

Cys Leu Leu Asp 
810 

Gly Leu Tyr Thr 
825 

Asn Pro Ala Asp 



Gly Leu Phe Asn 
860 



Val He Thr Asp 
560 

Pro His Tyr Leu 
575 

He Lys Asp Ser 
590 

Ser Phe Thr Lys 
605 

Glu Leu Phe Asp 



Trp Glu He Arg 
640 

Asn Thr Ser Asn 
655 

His Ser Pro Ala 
670 

He Leu Lys Ala 
685 

Cys He Leu Ser 



Leu Gly Ser Ser 
720 

Lys Gly Glu Leu 
735 

He Asn Trp Leu 
750 

Trp Asp Gly Glu 
765 

Arg Gin Pro Gly 



Ala Phe Pro Gly 
800 

Ser His Cys Asn 
815 

Leu Glu He Gly 
830 

Ser Gly Phe Gly 
845 

Asn Glu Val Thr 
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Thr Pro Glu Pro 
865 

Lys Met Pro Pro 



Leu Thr Val Leu 
900 



Ser Ala Glu Pro 
870 

Arg Val Arg Ala 
885 

Leu lie He Tyr 



Glu Pro Thr Ala 
875 

Ala Thr Ser Pro 
890 

Phe Ala Leu 
905 



Lys Thr Thr Thr 
880 

Phe Ser Leu Tyr 
895 



<210> 13 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence -.motif s 
<400> 13 

cacaggttcc accaccccaa ctatctc 27 



<210> 14 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence rmotifs 
<400> 14 

His His Glu Met Gly His 
1 5 



<210> 15 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 15 

Asp Arg Val Tyr He His Pro Phe His Leu 
15 10 



<210> 16 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence rmotifs 
<400> 16 

Asp Arg Val Tyr He His Pro Phe His 
1 5 
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<210> 17 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 17 

Asp Arg Val Tyr lie His Pro Phe 
1 5 



<210> 18 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : moti fs 
<400> 18 

Asp Arg Val Tyr lie His Pro 
1 5 



<210> 19 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mot if s 
<400> 19 

Asp Arg Val Tyr lie His 
1 5 



<210> 20 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 20 

Asp Arg Val Tyr lie 
1 5 



<210> 21 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :mot if s 



<400> 21 
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Arg Vai Tyr lie His Pro Phe His Leu 
1 5 



<210> 22 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 22 

Arg Vai Tyr lie His Pro Phe 
1 5 
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<210> 23 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence iraotifs 
<400> 23 

Lys lie Asn Glu Thr Glu Asn Ser lie Asn 
15 10 



<210> 24 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mot if s 
<400> 24 

lie Ala Arg Arg His Pro Tyr Phe 
1 5 



<210> 25 
<211> 19 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence rmotifs 
<400> 25 

Asn Thr Asn lie Thr Glu Glu Asn Vai Gin Asn Met Asn Asn Ala Gly 
15 10 15 

Asp Lys Trp 



<210> 26 
<211> 21 
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<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mot if s 
<400> 26 

Asn His Tyr Glu Asp Tyr Gly Asp Tyr Trp Arg Gly Asp Tyr Glu Val 
15 10 15 

Asn Gly Val Asp Gly 
20 



<210> 27 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence rmotifs 
<400> 27 

Glu Pro Val Pro His Asp Glu Thr Tyr Cys Asp Pro Ala Ser Leu Phe 
15 10 15 

His Val Ser Asn 
20 



<210> 28 
<211> 20 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence rmotifs 
<400> 28 

lie Arg Met Ser Arg Ser Arg lie Asn Asp Ala Phe Arg Leu Asn Asp 
15 10 15 

Asn Ser Leu Glu 
20 



<210> 29 
<211> 18 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence rmotifs 
<400> 29 

Asp lie Ser Lys Gly Glu Asn Asn Pro Gly Phe Gin Asn Thr Asp Asp 
15 10 15 



Val Gin 
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<210> 30 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence -.motifs 
<400> 30 

ttcccttttc agtttcacgg gcag 



<210> 31 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence rmotifs 
<400> 31 

tcttcctggc tccttctcag c 



<210> 32 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 32 

tcttggcctg ttcctcaatg gtg 



<210> 33 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence tmotifs 
<400> 33 

agcgcccaac ccaagttcaa ag 



<210> 34 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :mot if s 



<400> 34 

atggacacct tacctaggca tagag 



25 
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<210> 35 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motifs 
<400> 35 

atctcacagt caagcttcag ctgc 

<210> 36 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mot if s 
<400> 36 

tgctcttgtc ttctgagagc actg 



<210> 37 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 37 

tctgttctat ctcttcaagc aatgcc 



<210> 38 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 38 

catctatgtg ttgaaacaca catatctgc 



<210> 39 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :motifs 
<400> 39 

aggatatctt tatattagca ttctcttcag c 



<210> 40 
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<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 40 

taatgcagaa gaaatagccc cgtgg 

<210> 41 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 41 

ttgtgtgctt tgggataaca ggtttg 

<210> 42 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 42 

atgtgttaag aatgagccag aatgcc 

<210> 43 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mot if s 
<400> 43 

ctctttcttt cccttatgtt cttccc 



<210> 44 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :motifs 
<400> 44 

gcgatttcta caatgttact aaccac 



<210> 45 
<211> 26 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence .-motifs 
<400> 45 

gtggaatgga aattagaatt ggttac 26 



<210> 46 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mot if s 



<210> 47 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :motifs 
<400> 47 

ggtgatatgt ggggtagatt ttgga 25 

<210> 48 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence rmotifs 



<210> 49 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :motifs 
<400> 49 

ccaacactag gaattactaa cagctt 26 



<400> 46 

ctgcttttcc atgaaactat agctac 



26 



<400> 48 

ggtccaccat tgcatcagta acat 



24 



<210> 50 
<211> 24 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence imotifs 
<400> 50 

cctgcctctg ttgtctccca ttta 24 



<210> 51 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :motifs 
<400> 51 

gaaaattcca tgctaacgga cccag 25 



<210> 52 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :motifs 
<400> 52 

tgggatggca gactgctttc tgaa 



<210> 53 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :motifs 
<400> 53 

cggtgcctgg cttatttaat ttaaga 26 



<210> 54 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 54 

ctcatacctc ataccttatg tggcaa 26 



<210> 55 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence : motif s 
<400> 55 

ggcatatgct gcacaacctt ttc 



<210> 56 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 56 

cccaacagct tcatggaatc cttca 



<210> 57 
<211> 25 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : motif s 
<400> 57 

cccatacaac tccactgtaa tggtt 



<210> 58 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence imotifs 
<400> 58 

cgccagtcaa atgcttttaa atacac 



<210> 59 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence motif s 
<400> 59 

catccactgt catcttcatc gtaat 



<210> 60 

<211> 25 

<212> DNA 

<213> Artificial 



Sequence 
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<220> 

<223> Description of Artificial Sequence :motif 
<400> 60 

gttattagca cagctgtcca caaac 



<210> 61 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif 
<400> 61 

gatgaaactg cactagttat gccc 

<210> 62 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mot if 
<400> 62 

ctaggcatgg aaatgagtaa tactg 

<210> 63 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mot if 
<400> 63 

ggttacttgg gctccagatt taaat 

<210> 64 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :motif 
<400> 64 

ctgtgtcaca agtcctcatg agact 



<210> 65 
<211> 24 
<212> DNA 

<213> Artificial Sequence 



<220> 
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<223> Description of Artificial Sequence : mot if s 



<400> 65 

tgtacatctg gaacccctca aaag 



24 



<210> 66 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 66 

gaaccacatg gcctctcttc tttc 24 



<210> 67 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mot if s 



<210> 68 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 68 

cagagtatct cctcagactc aaga 24 



<210> 69 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :motifs 



<400> 67 

cagttacccc tgtctcatca tttct 



25 



<400> 69 



ggtcactgac ttaatgaata gcaag 



25 



<210> 70 
<211> 25 
<212> DNA 



<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : motif s 
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<400> 70 

ggcacacagg aagaacacac aaaat 

<210> 71 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :motifs 
<400> 71 

ctctgtgcca caagtgaaga tgt 

<210> 72 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mot i fs 
<400> 72 

ggtctataca atctaccact tactg 



<210> 73 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 73 

agccaacact tggacctcct aac 

<210> 74 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mot if s 
<400> 74 

gtgaagatca ggatgacaat gcc 

• <210> 75 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
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<400> 75 

gctctattat atcctttcag gaaca 



25 



<210> 76 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence -.motifs 
<400> 76 

ccccagacac tcagatgata actt 24 



<210> 77 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mot if s 



<210> 78 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : moti fs 
<400> 78 

tacccacttc agagggtgaa cat 23 



<210> 79 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 



<210> 80 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence rmotifs 



<400> 77 

cagagcatgc ctgatagaaa ctca 



24 



<400> 79 

gtcaaggatg acatgctttc ttcac 



25 



<400> 80 
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catgatcgat tccaaacatc actgt 25 



<210> 81 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 81 

ctgtctctgg atttgacttc tgttc 25 



<210> 82 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence -.motifs 
<400> 82 

gcctgtgaga ccaaatacac acttt 25 



<210> 83 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mot if s 
<400> 83 

cactgatgat gttcagacct ccttt 25 



<210> 84 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 84 

cttggccatg ttgtctttgg acaa 24 



<210> 85 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 



<400> 85 

ctccttaaca cagattcccc tgaa 



24 
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<210> 86 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :mot if s 
<400> 86 

ttgaaccagg taggctacta atttt 



<210> 87 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 87 

ttgaaccagg tatgctacta atttt 

<210> 88 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 88 

ggtatttatt atgtaggaaa ta 



<210> 89 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence imotifs 
<400> 89 

ggtatttatt atcttatgta ggaaata 



<210> 90 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :mot if s 
<400> 90 

tgaattgatt atttttgagt gcacag 
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<210> 91 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 91 

tgaattgatt attgttgagt gcacag 

<210> 92 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence tmotifs 
<400> 92 

cgtctgaatg acaacagcct aga 

<210> 93 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<22D> 

<223> Description of Artificial Sequence : motif s 
<400> 93 

cgtctgaatg acgacagcct agag 

<210> 94 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 94 

agttgaaaac aaggatatat cattgg 

<210> 95 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :motifs 
<400> 95 

agttgaaaac aatgatatat cattgg 
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<210> 96 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : motif s 
<400> 96 

ctagggaaaq tcattcagtg gatgtg 26 

<210> 97 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : moti fs 



<210> 98 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :mot if s 
<400> 98 

ttgaaccagg taagctacta atttt 25 

<210> 99 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence -.motifs 



<210> 100 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : mot i fs 
<400> 100 

gttctctaac tgtggagtga atggaaa 27 
<210> 101 



<400> 97 

ctagggaaag tcgttcagtg gatgtg 



26 



<400> 99 

ttgaaccagg taggctacta atttt 



25 
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<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 101 

gttctctaac tgtagagtga atggaaa 

<210> 102 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 102 

ggatcacttg taaggacagt gcc 

<210> 103 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 103 

gatcgattCG aaacatcact gtaggc 

<210> 104 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 104 

attgaccatt gttggaacac taccg 

<210> 105 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 105 

gtgtgttagc ccctcctggc 



Sequence : motifs 



27 



Sequence rmotif s 



23 



Sequence :inotif s 



26 



Sequence rmotif s 

25 



Sequence :motif s 



<210> 106 
<211> 805 
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<212> PRT 

<213> Homo sapiens 
<400> 106 

Met Ser Ser Ser Ser Trp Leu Leu Leu Ser Leu Val Ala Val Thr Ala 
15 10 15 

Ala Gin Ser Thr lie Glu Glu Gin Ala Lys Thr Phe Leu Asp Lys Phe 
20 25 30 

Asn His Glu Ala Glu Asp Leu Phe Tyr Gin Ser Ser Leu Ala Ser Trp 
35 40 45 

Asn Tyr Asn Thr Asn lie Thr Glu Glu Asn Val Gin Asn Met Asn Asn 
50 55 60 

Ala Gly Asp Lys Trp Ser Ala Phe Leu Lys Glu Gin Ser Thr Leu Ala 
65 70 75 80 

Gin Met Tyr Pro Leu Gin Glu lie Gin Asn Leu Thr Val Lys Leu Gin 

85 90 95 

Leu Gin Ala Leu Gin Gin Asn Gly Ser Ser Val Leu Ser Glu Asp Lys 
100 105 110 

Ser Lys Arg Leu Asn Thr lie Leu Asn Thr Met Ser Thr He Tyr Ser 
115 120 125 

Thr Gly Lys Val Cys Asn Pro Asp Asn Pro Gin Glu Cys Leu Leu Leu 
130 135 140 

Glu Pro Gly Leu Asn Glu He Met Ala Asn Ser Leu Asp Tyr Asn Glu 
145 150 155 160 

Arg Leu Trp Ala Trp Glu Ser Trp Arg Ser Glu Val Gly Lys Gin Leu 

165 170 175 

Arg Pro Leu Tyr Glu Glu Tyr Val Val Leu Lys Asn Glu Met Ala Arg 
180 185 190 

Ala Asn His Tyr Glu Asp Tyr Gly Asp Tyr Trp Arg Gly Asp Tyr Glu 
195 200 205 

Val Asn Gly Val Asp Gly Tyr Asp Tyr Ser Arg Gly Gin Leu He Glu 
210 215 220 

Asp Val Glu His Thr Phe Glu Glu He Lys Pro Leu Tyr Glu His Leu 
225 230 235 240 

His Ala Tyr Val Arg Ala Lys Leu Met Asn Ala Tyr Pro Ser Tyr He 

245 250 255 

Ser Pro He Gly Cys Leu Pro Ala His Leu Leu Gly Asp Met Trp Gly 
260 265 270 

Arg Phe Trp Thr Asn Leu Tyr Ser Leu Thr Val Pro Phe Gly Gin Lys 
275 280 285 

Pro Asn He Asp Val Thr Asp Ala Met Val Asp Gin Ala Trp Asp Ala 
290 295 300 
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Gin Arg lie Phe Lys Giu Ala Glu Lys Phe Phe Val Ser Val Giy Leu 
305 310 315 320 

Pro Asn Met Thr Gin Gly Phe Trp Glu Asn Ser Met Leu Thr Asp Pro 

325 330 335 

Gly Asn Val Gin Lys Ala Val Cys His Pro Thr Ala Trp Asp Leu Gly 
340 345 350 

Lys Gly Asp Phe Arg lie Leu Met Cys Thr Lys Val Thr Met Asp Asp 
355 360 365 

Phe Leu Thr Ala His His Glu Met Gly His lie Gin Tyr Asp Met Ala 
370 375 380 

Tyr Ala Ala Gin Pro Phe Leu Leu Arg Asn Gly Ala Asn Glu Gly Phe 
385 390 395 400 

His Glu Ala Val Gly Glu lie Met Ser Leu Ser Ala Ala Thr Pro Lys 

405 410 415 

His Leu Lys Ser lie Gly Leu Leu Ser Pro Asp Phe Gin Glu Asp Asn 
420 425 430 

Glu Thr Glu lie Asn Phe Leu Leu Lys Gin Ala Leu Thr lie Val Giy 
4 35 44 0 44 5 

Thr Leu Pro Phe Thr Tyr Met Leu Glu Lys Trp Arg Trp Met Val Phe 
450 455 460 

Lys Gly Giu lie Pro Lys Asp Gin Trp Met Lys Lys Trp Trp Glu Met 
465 470 475 480 

Lys Arg Glu lie Val Gly Val Val Glu Pro Val Pro His Asp Glu Thr 

485 490 495 

Tyr Cys Asp Pro Ala Ser Leu Phe His Val Ser Asn Asp Tyr Ser Phe 
500 505 510 

lie Arg Tyr Tyr Thr Arg Thr Leu Tyr Gin Phe Gin Phe Gin Glu Ala 
515 520 525 

Leu Cys Gin Ala Ala Lys His Glu Gly Pro Leu His Lys Cys Asp lie 
530 535 540 

Ser Asn Ser Thr Glu Ala Gly Gin Lys Leu Phe Asn Met Leu Arg Leu 
545 550 555 560 

Gly Lys Ser Glu Pro Trp Thr Leu Ala Leu Glu Asn Val Val Gly Ala 

565 570 575 

Lys Asn Met Asn Val Arg Pro Leu Leu Asn Tyr Phe Glu Pro Leu Phe 
580 585 590 

Thr Trp Leu Lys Asp Gin Asn Lys Asn Ser Phe Val Gly Trp Ser Thr 
595 600 605 

Asp Trp Ser Pro Tyr Ala Asp Gin Ser lie Lys Val Arg lie Ser Leu 
610 615 620 
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fT.w.'q Jk^ Pi Tvr C^ \^ Trn Ac;n Acjn A.sn r:'! n ^ 



Lys Ser Ala Leu Gly Asp'^z.ys Ala Tyr Glu Trp Asn Asp Asn t;iu Met 
625 630 635 640 

Tyr Leu Phe Arg Ser Ser Val Ala Tyr Ala Met Arg Gin Tyr Phe Leu 

645 650 655 

Lys Val Lys Asn Gin Met lie Leu Phe Gly Glu Glu Asp Val Arg Val 
660 665 670 

Ala Asn Leu Lys Pro Arg lie Ser Phe Asn Phe Phe Val Thr Ala Pro 
675 680 685 

Lys Asn Val Ser Asp lie lie Pro Arg Thr Glu Val Glu Lys Ala lie 
690 695 700 

Arg Met Ser Arg Ser Arg lie Asn Asp Ala Phe Arg Leu Asn Asp Asn 
705 710 715 720 

Ser Leu Glu Phe Leu Gly lie Gin Pro Thr Leu Gly Pro Pro Asn Gin 

725 730 735 

Pro Pro Val Ser lie Trp Leu lie Val Phe Gly Val Val Met Gly Val 
740 745 750 

lie Val Val Gly lie Val lie Leu lie Phe Thr Gly lie Arg Asp Arg 
755 760 765 

Lys Lys Lys Asn Lys Ala Arg Ser Gly Glu Asn Pro Tyr Ala Ser lie 
770 775 780 

Asp He Ser Lys Gly Glu Asn Asn Pro Gly Phe Gin Asn Thr Asp Asp 
785 790 795 800 

Val Gin Thr Ser Phe 

805 



<210> 107 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence rmotifs 
<400> 107 

Glu Leu Tyr Glu Asn Lys Pro Arg Arg Pro Tyr He Leu 
15 10 



